
Untreated ARM−Seq

0

2000

4000

A
la−

A
G

C
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

100

200

300

400

500

A
la−

T
G

C
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

200

400

600

A
rg−

A
C

G
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

25

50

75

100

A
rg−

A
C

G
−

2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

100

200

300

A
rg−

C
C

G
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

300

600

900

1200

A
rg−

C
C

T
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

500

1000

1500

A
rg−

T
C

T
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

50

100

150

200

A
sn−

G
T

T
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

2000

4000

6000

A
sp−

G
T

C
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

500

1000

1500

A
sp−

G
T

C
−

2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

2000

4000

6000

C
ys−

G
C

A
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

200

400

600

G
ln−

C
T

G
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

100

200

300

G
ln−

T
T

G
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

2000

4000
G

ln−
T

T
G

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

200

400

600

G
ln−

T
T

G
−

3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

100

200

300

G
lu−

C
T

C
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

500

1000

1500

G
lu−

T
T

C
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

100

200

300

G
lu−

T
T

C
−

2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

20

40

60

G
ly−

C
C

C
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

100

200

300

G
ly−

C
C

C
−

2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

10000

20000

30000

G
ly−

G
C

C
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

50

100

150

200

250

G
ly−

T
C

C
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

1000

2000

H
is−

G
T

G
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

200

400

600

Ile−
A

AT
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

10

20

30

Ile−
TAT

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

10

20

30

40

Ile−
TAT

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

10

20
iM

et−
C

AT
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

500

1000

1500

Leu−
C

A
A

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

10

20
Leu−

G
A

G
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

100

200

300

400

500

Leu−
TA

A
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

2000

4000

6000

8000

Leu−
TA

G
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

500

1000
Lys−

C
T

T
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

50

100

150

Lys−
T

T
T

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

100

200

300

M
et−

C
AT

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

50

100

150

P
he−

G
A

A
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

400

800

1200

P
he−

G
A

A
−

2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

50

100

P
ro−

A
G

G
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

200

400

P
ro−

T
G

G
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

50

100

150

P
ro−

T
G

G
−

2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

250

500

750

1000

S
er−

A
G

A
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

50

100

150

200

S
er−

A
G

A
−

2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

200

400

600

800

S
er−

C
G

A
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

100

200

300

400

500

S
er−

G
C

T
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

500

1000

1500

S
er−

T
G

A
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

500

1000

1500

T
hr−

A
G

T
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

20

40

60
T

hr−
C

G
T

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

50

100

150

T
hr−

T
G

T
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

1000

2000
T

hr−
T

G
T

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

50

100

150

200

250

Trp−
C

C
A

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

500

1000

1500

Tyr−
G

TA
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

100

200

300

400

U
nd−

N
N

N
−

1re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

V
al−

A
A

C
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

100

200

300

400

500

V
al−

A
A

C
−

2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

250

500

750

1000

V
al−

C
A

C
−

1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

50

100

150

200

V
al−

TA
C

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae mature tRNA



Untreated ARM−Seq

0

2

4

6

8

A
la−

A
G

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

A
la−

A
G

C
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

3

6

9

A
la−

A
G

C
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

A
la−

A
G

C
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

A
la−

A
G

C
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4
A

la−
A

G
C

−
1−

6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

A
la−

A
G

C
−

1−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

A
la−

A
G

C
−

1−
8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

A
la−

A
G

C
−

1−
9

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

4

8

12

A
la−

A
G

C
−

1−
10

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

12.5

A
la−

A
G

C
−

1−
11

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

A
la−

T
G

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.3

0.6

0.9

A
la−

T
G

C
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

A
la−

T
G

C
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

0.20

0.25

A
la−

T
G

C
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.3

0.6

0.9
A

la−
T

G
C

−
1−

5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5
A

rg−
A

C
G

−
1−

1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

A
rg−

A
C

G
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

A
rg−

A
C

G
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

8

A
rg−

A
C

G
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

8

A
rg−

A
C

G
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

12.5

A
rg−

A
C

G
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

A
rg−

C
C

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

A
rg−

C
C

T
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

50

A
rg−

T
C

T
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

50

A
rg−

T
C

T
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

A
rg−

T
C

T
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20
A

rg−
T

C
T

−
1−

4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

A
rg−

T
C

T
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20
A

rg−
T

C
T

−
1−

6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

50

A
rg−

T
C

T
−

1−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

50

A
rg−

T
C

T
−

1−
8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

A
rg−

T
C

T
−

1−
9

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

20

40

A
rg−

T
C

T
−

1−
10

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

A
rg−

T
C

T
−

1−
11

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

A
sn−

G
T

T
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

A
sn−

G
T

T
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

A
sn−

G
T

T
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

A
sn−

G
T

T
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

A
sn−

G
T

T
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

A
sn−

G
T

T
−

1−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

A
sn−

G
T

T
−

1−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

A
sn−

G
T

T
−

1−
8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

A
sn−

G
T

T
−

1−
9

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

A
sn−

G
T

T
−

1−
10

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

50

A
sp−

G
T

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

50

A
sp−

G
T

C
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

8

A
sp−

G
T

C
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

4

8

12

A
sp−

G
T

C
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

4

8

12

A
sp−

G
T

C
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

4

8

12

A
sp−

G
T

C
−

1−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

4

8

12

A
sp−

G
T

C
−

1−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

50

A
sp−

G
T

C
−

1−
8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

50

A
sp−

G
T

C
−

1−
9

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

4

8

12

A
sp−

G
T

C
−

1−
10

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

3

6

9

12

A
sp−

G
T

C
−

1−
11

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

8

A
sp−

G
T

C
−

1−
12

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

3

6

9

12

A
sp−

G
T

C
−

1−
13

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10
A

sp−
G

T
C

−
1−

14

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

4

8

12

A
sp−

G
T

C
−

1−
15

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

3

6

9

A
sp−

G
T

C
−

2−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

C
ys−

G
C

A
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

C
ys−

G
C

A
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

C
ys−

G
C

A
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

C
ys−

G
C

A
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

G
ln−

C
T

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

G
ln−

T
T

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

3

6

9

G
ln−

T
T

G
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

G
ln−

T
T

G
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

3

6

9
G

ln−
T

T
G

−
2−

3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

30

60

90

G
ln−

T
T

G
−

2−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

3

6

9
G

ln−
T

T
G

−
2−

5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

G
ln−

T
T

G
−

2−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10
G

ln−
T

T
G

−
2−

7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

G
ln−

T
T

G
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

G
lu−

C
T

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

G
lu−

C
T

C
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

G
lu−

T
T

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

G
lu−

T
T

C
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

G
lu−

T
T

C
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

G
lu−

T
T

C
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

G
lu−

T
T

C
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

G
lu−

T
T

C
−

1−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

G
lu−

T
T

C
−

1−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

30

60

90

G
lu−

T
T

C
−

1−
8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

G
lu−

T
T

C
−

1−
9

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

G
lu−

T
T

C
−

1−
10

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

G
lu−

T
T

C
−

1−
11

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

G
lu−

T
T

C
−

1−
12

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

G
lu−

T
T

C
−

1−
13

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

G
lu−

T
T

C
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

G
ly−

C
C

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

2.5

G
ly−

C
C

C
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

G
ly−

G
C

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

20

40

60

G
ly−

G
C

C
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

G
ly−

G
C

C
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

100

200

300

G
ly−

G
C

C
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

G
ly−

G
C

C
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

G
ly−

G
C

C
−

1−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

G
ly−

G
C

C
−

1−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

G
ly−

G
C

C
−

1−
8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

G
ly−

G
C

C
−

1−
9

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

G
ly−

G
C

C
−

1−
10

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

G
ly−

G
C

C
−

1−
11

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20
G

ly−
G

C
C

−
1−

12

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

G
ly−

G
C

C
−

1−
13

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

G
ly−

G
C

C
−

1−
14

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

G
ly−

G
C

C
−

1−
15

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

G
ly−

G
C

C
−

1−
16

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

G
ly−

T
C

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

G
ly−

T
C

C
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0
G

ly−
T

C
C

−
1−

3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

H
is−

G
T

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

H
is−

G
T

G
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

H
is−

G
T

G
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

8

H
is−

G
T

G
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

H
is−

G
T

G
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4
H

is−
G

T
G

−
1−

6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

H
is−

G
T

G
−

1−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0
Ile−

A
AT

−
1−

1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

Ile−
A

AT
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0
Ile−

A
AT

−
1−

3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

Ile−
A

AT
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0
Ile−

A
AT

−
1−

5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

Ile−
A

AT
−

1−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0
Ile−

A
AT

−
1−

7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0
Ile−

A
AT

−
1−

8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0
Ile−

A
AT

−
1−

9

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

Ile−
A

AT
−

1−
10

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

Ile−
A

AT
−

1−
11

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

Ile−
A

AT
−

1−
12

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0
Ile−

A
AT

−
1−

13

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

Ile−
TAT

−
1−

1

5' anti−
codon

A583' 5' anti−
codon

A583'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

Ile−
TAT

−
2−

1

5' anti−
codon

A583' 5' anti−
codon

A583'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

iM
et−

C
AT

−
1−

1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

iM
et−

C
AT

−
1−

2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

iM
et−

C
AT

−
1−

3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

iM
et−

C
AT

−
1−

4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

iM
et−

C
AT

−
1−

5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

20

40

60

Leu−
C

A
A

−
1−

1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

20

40

60

Leu−
C

A
A

−
1−

2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

Leu−
C

A
A

−
1−

3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

20

40

60

Leu−
C

A
A

−
1−

4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

20

40

60

Leu−
C

A
A

−
1−

5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

50

Leu−
C

A
A

−
1−

6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

Leu−
C

A
A

−
1−

7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

Leu−
C

A
A

−
1−

8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

20

40

60

Leu−
C

A
A

−
1−

9

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

20

40

60

Leu−
C

A
A

−
1−

10

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

Leu−
G

A
G

−
1−

1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

Leu−
TA

A
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

Leu−
TA

A
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

2.5

Leu−
TA

A
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

Leu−
TA

A
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

Leu−
TA

A
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

Leu−
TA

A
−

1−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

Leu−
TA

A
−

1−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

100

200

300

Leu−
TA

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

100

200

300

Leu−
TA

G
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

100

200

300

Leu−
TA

G
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

Lys−
C

T
T

−
1−

1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

Lys−
C

T
T

−
1−

2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

Lys−
C

T
T

−
1−

3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

Lys−
C

T
T

−
1−

4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

Lys−
C

T
T

−
1−

5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

Lys−
C

T
T

−
1−

6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

Lys−
C

T
T

−
1−

7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

Lys−
C

T
T

−
1−

8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

Lys−
C

T
T

−
1−

9

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

Lys−
C

T
T

−
1−

10

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

Lys−
C

T
T

−
1−

11

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

Lys−
C

T
T

−
1−

12

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3
Lys−

C
T

T
−

1−
13

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

Lys−
C

T
T

−
1−

14

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

Lys−
T

T
T

−
1−

1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

Lys−
T

T
T

−
1−

2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10
Lys−

T
T

T
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

Lys−
T

T
T

−
1−

4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

Lys−
T

T
T

−
1−

5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

Lys−
T

T
T

−
1−

6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

Lys−
T

T
T

−
1−

7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0
M

et−
C

AT
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20
M

et−
C

AT
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

2.5

M
et−

C
AT

−
1−

3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

M
et−

C
AT

−
1−

4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

M
et−

C
AT

−
1−

5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

P
he−

G
A

A
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4
P

he−
G

A
A

−
1−

2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20
P

he−
G

A
A

−
2−

1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

P
he−

G
A

A
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

P
he−

G
A

A
−

2−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

50

P
he−

G
A

A
−

2−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

50

P
he−

G
A

A
−

2−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

P
he−

G
A

A
−

2−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30
P

he−
G

A
A

−
2−

7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

20

40

P
he−

G
A

A
−

2−
8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

P
ro−

A
G

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5
P

ro−
A

G
G

−
1−

2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

P
ro−

T
G

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

P
ro−

T
G

G
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

P
ro−

T
G

G
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

20

40

60

P
ro−

T
G

G
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15
P

ro−
T

G
G

−
1−

5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

20

40

60

P
ro−

T
G

G
−

1−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

20

40

60

P
ro−

T
G

G
−

1−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

P
ro−

T
G

G
−

1−
8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

20

40
P

ro−
T

G
G

−
1−

9

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

50

P
ro−

T
G

G
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

3

6

9

S
er−

A
G

A
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

3

6

9

S
er−

A
G

A
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

S
er−

A
G

A
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

S
er−

A
G

A
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

3

6

9

S
er−

A
G

A
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

S
er−

A
G

A
−

1−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

S
er−

A
G

A
−

1−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

3

6

9

12

S
er−

A
G

A
−

1−
8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

3

6

9
S

er−
A

G
A

−
1−

9

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

3

6

9

S
er−

A
G

A
−

1−
10

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

S
er−

A
G

A
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20
S

er−
C

G
A

−
1−

1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

3

6

9

12

S
er−

G
C

T
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

3

6

9

12

S
er−

G
C

T
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

S
er−

T
G

A
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

S
er−

T
G

A
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

S
er−

T
G

A
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

T
hr−

A
G

T
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

T
hr−

A
G

T
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

T
hr−

A
G

T
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

T
hr−

A
G

T
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.3

0.6

0.9

1.2

T
hr−

A
G

T
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0
T

hr−
A

G
T

−
1−

6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

2.5

T
hr−

A
G

T
−

1−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2
T

hr−
A

G
T

−
1−

8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

2.5

T
hr−

A
G

T
−

1−
9

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

T
hr−

A
G

T
−

1−
10

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

T
hr−

A
G

T
−

1−
11

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

0.8

T
hr−

C
G

T
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

0.8

T
hr−

T
G

T
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

T
hr−

T
G

T
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

T
hr−

T
G

T
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

T
hr−

T
G

T
−

2−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

Trp−
C

C
A

−
1−

1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

Trp−
C

C
A

−
1−

2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

50

Trp−
C

C
A

−
1−

3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

Trp−
C

C
A

−
1−

4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

50

Trp−
C

C
A

−
1−

5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

Trp−
C

C
A

−
1−

6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30
Tyr−

G
TA

−
1−

1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

Tyr−
G

TA
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

Tyr−
G

TA
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

Tyr−
G

TA
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

Tyr−
G

TA
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

Tyr−
G

TA
−

1−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10

15

Tyr−
G

TA
−

1−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

5

10
Tyr−

G
TA

−
1−

8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

U
nd−

N
N

N
−

1−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

3

6

9

U
nd−

N
N

N
−

1−
2

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

V
al−

A
A

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

V
al−

A
A

C
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

V
al−

A
A

C
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

V
al−

A
A

C
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

V
al−

A
A

C
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

2

4

6

V
al−

A
A

C
−

1−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

V
al−

A
A

C
−

1−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

V
al−

A
A

C
−

1−
8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

V
al−

A
A

C
−

1−
9

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2
V

al−
A

A
C

−
1−

10

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2
V

al−
A

A
C

−
1−

11

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

V
al−

A
A

C
−

1−
12

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2
V

al−
A

A
C

−
1−

13

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

V
al−

A
A

C
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

V
al−

C
A

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

V
al−

C
A

C
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

V
al−

TA
C

−
1−

1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

V
al−

TA
C

−
1−

2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

S. cerevisiae pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

0

10

20

30

40

50

G
M

05372
G

M
12878

A
la−

A
G

C
−

1
A

la−
A

G
C

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

200

400

600

G
M

05372
G

M
12878

A
la−

A
G

C
−

2
A

la−
A

G
C

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

200

400

600

G
M

05372
G

M
12878

A
la−

A
G

C
−

3
A

la−
A

G
C

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

0

200

400

G
M

05372
G

M
12878

A
la−

A
G

C
−

4
A

la−
A

G
C

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

40

0

5

10

15

G
M

05372
G

M
12878

A
la−

A
G

C
−

5
A

la−
A

G
C

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5

10

15

20

0

1

2

3

G
M

05372
G

M
12878

A
la−

A
G

C
−

6
A

la−
A

G
C

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5

10

15

20

25

0

2

4

6

G
M

05372
G

M
12878

A
la−

A
G

C
−

7
A

la−
A

G
C

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

0

50

100

G
M

05372
G

M
12878

A
la−

A
G

C
−

8
A

la−
A

G
C

−
8

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5

10

15

0

5

10

G
M

05372
G

M
12878

A
la−

A
G

C
−

9
A

la−
A

G
C

−
9

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

G
M

05372
G

M
12878

A
la−

A
G

C
−

10
A

la−
A

G
C

−
10

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

20

40

60

0

10

20

30

40

50

G
M

05372
G

M
12878

A
la−

A
G

C
−

11
A

la−
A

G
C

−
11

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

G
M

05372
G

M
12878

A
la−

A
G

C
−

12
A

la−
A

G
C

−
12

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

G
M

05372
G

M
12878

A
la−

A
G

C
−

13
A

la−
A

G
C

−
13

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

A
la−

A
G

C
−

14
A

la−
A

G
C

−
14

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

40

0

10

20

30

G
M

05372
G

M
12878

A
la−

A
G

C
−

15
A

la−
A

G
C

−
15

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

G
M

05372
G

M
12878

A
la−

A
G

C
−

16
A

la−
A

G
C

−
16

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

G
M

05372
G

M
12878

A
la−

A
G

C
−

17
A

la−
A

G
C

−
17

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
la−

A
G

C
−

18
A

la−
A

G
C

−
18

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

A
la−

A
G

C
−

19
A

la−
A

G
C

−
19

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

G
M

05372
G

M
12878

A
la−

A
G

C
−

20
A

la−
A

G
C

−
20

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
la−

A
G

C
−

21
A

la−
A

G
C

−
21

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

0.8

0.0

0.2

0.4

0.6

0.8

G
M

05372
G

M
12878

A
la−

A
G

C
−

22
A

la−
A

G
C

−
22

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

3

4

G
M

05372
G

M
12878

A
la−

A
G

C
−

23
A

la−
A

G
C

−
23

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

0

500

1000

1500

G
M

05372
G

M
12878

A
la−

C
G

C
−

1
A

la−
C

G
C

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

0

500

1000

1500

2000

G
M

05372
G

M
12878

A
la−

C
G

C
−

2
A

la−
C

G
C

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

0

500

1000

1500

G
M

05372
G

M
12878

A
la−

C
G

C
−

3
A

la−
C

G
C

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

20

40

60

0

20

40

60

G
M

05372
G

M
12878

A
la−

C
G

C
−

4
A

la−
C

G
C

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

A
la−

C
G

C
−

5
A

la−
C

G
C

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

100

200

300

400

G
M

05372
G

M
12878

A
la−

T
G

C
−

1
A

la−
T

G
C

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

0

500

1000

1500

G
M

05372
G

M
12878

A
la−

T
G

C
−

2
A

la−
T

G
C

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

0

500

1000

1500

2000

G
M

05372
G

M
12878

A
la−

T
G

C
−

3
A

la−
T

G
C

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

0

500

1000

1500

G
M

05372
G

M
12878

A
la−

T
G

C
−

4
A

la−
T

G
C

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

25

50

75

0

10

20

30

G
M

05372
G

M
12878

A
la−

T
G

C
−

5
A

la−
T

G
C

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

100

200

300

400

G
M

05372
G

M
12878

A
la−

T
G

C
−

6
A

la−
T

G
C

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

20

40

0

5

10

15

20

G
M

05372
G

M
12878

A
la−

T
G

C
−

7
A

la−
T

G
C

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

0

3

6

9

12

G
M

05372
G

M
12878

A
la−

T
G

C
−

8
A

la−
T

G
C

−
8

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

A
la−

T
G

C
−

9
A

la−
T

G
C

−
9

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
la−

T
G

C
−

10
A

la−
T

G
C

−
10

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

0

500

1000

1500

G
M

05372
G

M
12878

A
rg−

A
C

G
−

1
A

rg−
A

C
G

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1000

2000

3000

4000

0

500

1000

1500

2000

G
M

05372
G

M
12878

A
rg−

A
C

G
−

2
A

rg−
A

C
G

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

1000

0

200

400

600

G
M

05372
G

M
12878

A
rg−

C
C

G
−

1
A

rg−
C

C
G

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

0

100

200

300

400

G
M

05372
G

M
12878

A
rg−

C
C

G
−

2
A

rg−
C

C
G

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

100

200

300

G
M

05372
G

M
12878

A
rg−

C
C

T
−

1
A

rg−
C

C
T

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

150

0

50

100

150

G
M

05372
G

M
12878

A
rg−

C
C

T
−

2
A

rg−
C

C
T

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

150

0

50

100

G
M

05372
G

M
12878

A
rg−

C
C

T
−

3
A

rg−
C

C
T

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

0

100

200

300

400

G
M

05372
G

M
12878

A
rg−

C
C

T
−

4
A

rg−
C

C
T

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5

10

15

20

0

5

10

15

G
M

05372
G

M
12878

A
rg−

C
C

T
−

5
A

rg−
C

C
T

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

A
rg−

C
C

T
−

6
A

rg−
C

C
T

−
6

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.3

0.6

0.9

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

A
rg−

C
C

T
−

7
A

rg−
C

C
T

−
7

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.5

1.0

G
M

05372
G

M
12878

A
rg−

C
C

T
−

8
A

rg−
C

C
T

−
8

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
rg−

C
C

T
−

9
A

rg−
C

C
T

−
9

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

0

100

200

300

G
M

05372
G

M
12878

A
rg−

T
C

G
−

1
A

rg−
T

C
G

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

25

50

75

100

125

G
M

05372
G

M
12878

A
rg−

T
C

G
−

2
A

rg−
T

C
G

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

1000

0

200

400

600

G
M

05372
G

M
12878

A
rg−

T
C

G
−

3
A

rg−
T

C
G

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

0

10

20

30

40

G
M

05372
G

M
12878

A
rg−

T
C

G
−

4
A

rg−
T

C
G

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

150

G
M

05372
G

M
12878

A
rg−

T
C

G
−

5
A

rg−
T

C
G

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

A
rg−

T
C

G
−

6
A

rg−
T

C
G

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

0

200

400

600

G
M

05372
G

M
12878

A
rg−

T
C

T
−

1
A

rg−
T

C
T

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

0

100

200

300

G
M

05372
G

M
12878

A
rg−

T
C

T
−

2
A

rg−
T

C
T

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

100

200

300

400

G
M

05372
G

M
12878

A
rg−

T
C

T
−

3
A

rg−
T

C
T

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

2

4

6

8

0

1

2

3

4

5

G
M

05372
G

M
12878

A
rg−

T
C

T
−

4
A

rg−
T

C
T

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5

10

15

20

0

5

10

15

20

G
M

05372
G

M
12878

A
rg−

T
C

T
−

5
A

rg−
T

C
T

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

20

40

60

80

0

10

20

30

40

G
M

05372
G

M
12878

A
sn−

AT
T

−
1

A
sn−

AT
T

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

0

25

50

75

100

G
M

05372
G

M
12878

A
sn−

G
T

T
−

1
A

sn−
G

T
T

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

200

400

600

G
M

05372
G

M
12878

A
sn−

G
T

T
−

2
A

sn−
G

T
T

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

200

400

600

G
M

05372
G

M
12878

A
sn−

G
T

T
−

3
A

sn−
G

T
T

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

150

200

250

G
M

05372
G

M
12878

A
sn−

G
T

T
−

4
A

sn−
G

T
T

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

500

0

100

200

300

400

G
M

05372
G

M
12878

A
sn−

G
T

T
−

5
A

sn−
G

T
T

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

4

0

2

4

6

G
M

05372
G

M
12878

A
sn−

G
T

T
−

6
A

sn−
G

T
T

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

0

1

2

3

G
M

05372
G

M
12878

A
sn−

G
T

T
−

7
A

sn−
G

T
T

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

0

2

4

6

G
M

05372
G

M
12878

A
sn−

G
T

T
−

8
A

sn−
G

T
T

−
8

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0

1

2

3

4

5

G
M

05372
G

M
12878

A
sn−

G
T

T
−

9
A

sn−
G

T
T

−
9

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

A
sn−

G
T

T
−

10
A

sn−
G

T
T

−
10

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

A
sn−

G
T

T
−

11
A

sn−
G

T
T

−
11

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

A
sn−

G
T

T
−

12
A

sn−
G

T
T

−
12

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

20

40

60

80

0

10

20

30

40

G
M

05372
G

M
12878

A
sn−

G
T

T
−

13
A

sn−
G

T
T

−
13

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

A
sn−

G
T

T
−

14
A

sn−
G

T
T

−
14

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

A
sn−

G
T

T
−

15
A

sn−
G

T
T

−
15

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

A
sn−

G
T

T
−

16
A

sn−
G

T
T

−
16

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

A
sn−

G
T

T
−

17
A

sn−
G

T
T

−
17

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

20

40

60

80

0

10

20

30

40

G
M

05372
G

M
12878

A
sn−

G
T

T
−

18
A

sn−
G

T
T

−
18

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

A
sn−

G
T

T
−

19
A

sn−
G

T
T

−
19

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sn−

G
T

T
−

20
A

sn−
G

T
T

−
20

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

2.5

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

A
sn−

G
T

T
−

21
A

sn−
G

T
T

−
21

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sn−

G
T

T
−

22
A

sn−
G

T
T

−
22

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sn−

G
T

T
−

23
A

sn−
G

T
T

−
23

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

25

50

75

0

20

40

60

G
M

05372
G

M
12878

A
sp−

G
T

C
−

1
A

sp−
G

T
C

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

300

600

900

0

250

500

750

G
M

05372
G

M
12878

A
sp−

G
T

C
−

2
A

sp−
G

T
C

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

100

200

300

400

500

G
M

05372
G

M
12878

A
sp−

G
T

C
−

3
A

sp−
G

T
C

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0

2

4

6

G
M

05372
G

M
12878

A
sp−

G
T

C
−

4
A

sp−
G

T
C

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

0

1

2

3

4

G
M

05372
G

M
12878

A
sp−

G
T

C
−

5
A

sp−
G

T
C

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sp−

G
T

C
−

6
A

sp−
G

T
C

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

0.0

2.5

5.0

7.5

10.0

12.5

G
M

05372
G

M
12878

A
sp−

G
T

C
−

7
A

sp−
G

T
C

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

0.20

0.25

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sp−

G
T

C
−

8
A

sp−
G

T
C

−
8

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

A
sp−

G
T

C
−

9
A

sp−
G

T
C

−
9

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

40

0

5

10

15

G
M

05372
G

M
12878

A
sp−

G
T

C
−

10
A

sp−
G

T
C

−
10

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

2

4

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

C
ys−

A
C

A
−

1
C

ys−
A

C
A

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

0

50

100

150

G
M

05372
G

M
12878

C
ys−

G
C

A
−

1
C

ys−
G

C
A

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

0

500

1000

1500

G
M

05372
G

M
12878

C
ys−

G
C

A
−

2
C

ys−
G

C
A

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

0

30

60

90

G
M

05372
G

M
12878

C
ys−

G
C

A
−

3
C

ys−
G

C
A

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

300

600

900

1200

0

300

600

900

1200

G
M

05372
G

M
12878

C
ys−

G
C

A
−

4
C

ys−
G

C
A

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

0

500

1000

1500

G
M

05372
G

M
12878

C
ys−

G
C

A
−

5
C

ys−
G

C
A

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

0

50

100

150

G
M

05372
G

M
12878

C
ys−

G
C

A
−

6
C

ys−
G

C
A

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

0

500

1000

1500

G
M

05372
G

M
12878

C
ys−

G
C

A
−

7
C

ys−
G

C
A

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

0

500

1000

1500

G
M

05372
G

M
12878

C
ys−

G
C

A
−

8
C

ys−
G

C
A

−
8

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

0

50

100

150

G
M

05372
G

M
12878

C
ys−

G
C

A
−

9
C

ys−
G

C
A

−
9

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

150

0

20

40

60

G
M

05372
G

M
12878

C
ys−

G
C

A
−

10
C

ys−
G

C
A

−
10

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

0

500

1000

1500

G
M

05372
G

M
12878

C
ys−

G
C

A
−

11
C

ys−
G

C
A

−
11

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

40

80

120

0

20

40

60

G
M

05372
G

M
12878

C
ys−

G
C

A
−

12
C

ys−
G

C
A

−
12

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

0

20

40

60

G
M

05372
G

M
12878

C
ys−

G
C

A
−

13
C

ys−
G

C
A

−
13

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

0

500

1000

G
M

05372
G

M
12878

C
ys−

G
C

A
−

14
C

ys−
G

C
A

−
14

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

30

60

90

120

0

25

50

75

G
M

05372
G

M
12878

C
ys−

G
C

A
−

15
C

ys−
G

C
A

−
15

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

20

40

60

0

20

40

60

G
M

05372
G

M
12878

C
ys−

G
C

A
−

16
C

ys−
G

C
A

−
16

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

150

200

0

50

100

G
M

05372
G

M
12878

C
ys−

G
C

A
−

17
C

ys−
G

C
A

−
17

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

150

200

250

0

50

100

150

G
M

05372
G

M
12878

C
ys−

G
C

A
−

18
C

ys−
G

C
A

−
18

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

20

40

60

0

20

40

60

G
M

05372
G

M
12878

C
ys−

G
C

A
−

19
C

ys−
G

C
A

−
19

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

25

50

75

100

125

0

20

40

60

G
M

05372
G

M
12878

C
ys−

G
C

A
−

20
C

ys−
G

C
A

−
20

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

25

50

75

100

125

0

25

50

75

100

G
M

05372
G

M
12878

C
ys−

G
C

A
−

21
C

ys−
G

C
A

−
21

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

30

60

90

0

20

40

60

G
M

05372
G

M
12878

C
ys−

G
C

A
−

22
C

ys−
G

C
A

−
22

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

25

50

75

100

125

0

25

50

75

100

G
M

05372
G

M
12878

C
ys−

G
C

A
−

23
C

ys−
G

C
A

−
23

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

25

50

75

100

0

25

50

75

100

G
M

05372
G

M
12878

C
ys−

G
C

A
−

24
C

ys−
G

C
A

−
24

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

25

50

75

100

0

25

50

75

100

G
M

05372
G

M
12878

C
ys−

G
C

A
−

25
C

ys−
G

C
A

−
25

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1000

2000

3000

4000

5000

0

1000

2000

3000

4000

G
M

05372
G

M
12878

G
ln−

C
T

G
−

1
G

ln−
C

T
G

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

0

300

600

900

G
M

05372
G

M
12878

G
ln−

C
T

G
−

2
G

ln−
C

T
G

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

300

600

900

0

200

400

600

800

G
M

05372
G

M
12878

G
ln−

C
T

G
−

3
G

ln−
C

T
G

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

300

600

900

0

200

400

600

800

G
M

05372
G

M
12878

G
ln−

C
T

G
−

4
G

ln−
C

T
G

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1000

2000

3000

0

1000

2000

3000

G
M

05372
G

M
12878

G
ln−

C
T

G
−

5
G

ln−
C

T
G

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

0

25

50

75

G
M

05372
G

M
12878

G
ln−

C
T

G
−

6
G

ln−
C

T
G

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5

10

15

20

0

5

10

15

G
M

05372
G

M
12878

G
ln−

C
T

G
−

7
G

ln−
C

T
G

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

0.20

0.25

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

G
ln−

C
T

G
−

8
G

ln−
C

T
G

−
8

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

3

6

9

0

2

4

6

G
M

05372
G

M
12878

G
ln−

C
T

G
−

9
G

ln−
C

T
G

−
9

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

G
ln−

C
T

G
−

10
G

ln−
C

T
G

−
10

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0

2

4

G
M

05372
G

M
12878

G
ln−

C
T

G
−

11
G

ln−
C

T
G

−
11

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0

1

2

3

4

G
M

05372
G

M
12878

G
ln−

C
T

G
−

12
G

ln−
C

T
G

−
12

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

C
T

G
−

13
G

ln−
C

T
G

−
13

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

2

4

0

1

2

3

G
M

05372
G

M
12878

G
ln−

C
T

G
−

14
G

ln−
C

T
G

−
14

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

C
T

G
−

15
G

ln−
C

T
G

−
15

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

C
T

G
−

16
G

ln−
C

T
G

−
16

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

C
T

G
−

17
G

ln−
C

T
G

−
17

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

C
T

G
−

18
G

ln−
C

T
G

−
18

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

2500

0

500

1000

1500

2000

G
M

05372
G

M
12878

G
ln−

T
T

G
−

1
G

ln−
T

T
G

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

0

250

500

750

G
M

05372
G

M
12878

G
ln−

T
T

G
−

2
G

ln−
T

T
G

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

2500

0

500

1000

1500

2000

G
M

05372
G

M
12878

G
ln−

T
T

G
−

3
G

ln−
T

T
G

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

2

4

6

0

1

2

3

G
M

05372
G

M
12878

G
ln−

T
T

G
−

4
G

ln−
T

T
G

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

G
ln−

T
T

G
−

5
G

ln−
T

T
G

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

T
T

G
−

6
G

ln−
T

T
G

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

T
T

G
−

7
G

ln−
T

T
G

−
7

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

T
T

G
−

8
G

ln−
T

T
G

−
8

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

T
T

G
−

9
G

ln−
T

T
G

−
9

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

T
T

G
−

10
G

ln−
T

T
G

−
10

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1000

2000

3000

0

500

1000

1500

2000

2500

G
M

05372
G

M
12878

G
lu−

C
T

C
−

1
G

lu−
C

T
C

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

0

200

400

600

800

G
M

05372
G

M
12878

G
lu−

C
T

C
−

2
G

lu−
C

T
C

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

150

G
M

05372
G

M
12878

G
lu−

C
T

C
−

3
G

lu−
C

T
C

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

0.20

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

G
lu−

C
T

C
−

4
G

lu−
C

T
C

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.4

0.8

1.2

G
M

05372
G

M
12878

G
lu−

C
T

C
−

5
G

lu−
C

T
C

−
5

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

0

50

100

G
M

05372
G

M
12878

G
lu−

C
T

C
−

6
G

lu−
C

T
C

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

0

50

100

G
M

05372
G

M
12878

G
lu−

C
T

C
−

7
G

lu−
C

T
C

−
7

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

G
lu−

C
T

C
−

8
G

lu−
C

T
C

−
8

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

0.00

0.25

0.50

0.75

1.00

1.25

G
M

05372
G

M
12878

G
lu−

C
T

C
−

9
G

lu−
C

T
C

−
9

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

10
G

lu−
C

T
C

−
10

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

11
G

lu−
C

T
C

−
11

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

0

50

100

G
M

05372
G

M
12878

G
lu−

C
T

C
−

12
G

lu−
C

T
C

−
12

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

G
lu−

C
T

C
−

13
G

lu−
C

T
C

−
13

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

14
G

lu−
C

T
C

−
14

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

40

0

10

20

30

40

G
M

05372
G

M
12878

G
lu−

C
T

C
−

15
G

lu−
C

T
C

−
15

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

16
G

lu−
C

T
C

−
16

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

17
G

lu−
C

T
C

−
17

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

18
G

lu−
C

T
C

−
18

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

150

200

0

100

200

300

400

G
M

05372
G

M
12878

G
lu−

T
T

C
−

1
G

lu−
T

T
C

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

0

500

1000

1500

G
M

05372
G

M
12878

G
lu−

T
T

C
−

2
G

lu−
T

T
C

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

0

50

100

G
M

05372
G

M
12878

G
lu−

T
T

C
−

3
G

lu−
T

T
C

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

0

500

1000

G
M

05372
G

M
12878

G
lu−

T
T

C
−

4
G

lu−
T

T
C

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

G
lu−

T
T

C
−

5
G

lu−
T

T
C

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

0

1

2

3

G
M

05372
G

M
12878

G
lu−

T
T

C
−

6
G

lu−
T

T
C

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

150

G
M

05372
G

M
12878

G
lu−

T
T

C
−

7
G

lu−
T

T
C

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

0

20

40

60

G
M

05372
G

M
12878

G
lu−

T
T

C
−

8
G

lu−
T

T
C

−
8

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

20

40

60

0

20

40

60

G
M

05372
G

M
12878

G
lu−

T
T

C
−

9
G

lu−
T

T
C

−
9

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

2

4

6

8

0

5

10

15

G
M

05372
G

M
12878

G
lu−

T
T

C
−

10
G

lu−
T

T
C

−
10

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

G
lu−

T
T

C
−

11
G

lu−
T

T
C

−
11

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

0.0

0.2

0.4

0.6

0.8

G
M

05372
G

M
12878

G
lu−

T
T

C
−

12
G

lu−
T

T
C

−
12

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

T
T

C
−

13
G

lu−
T

T
C

−
13

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

G
lu−

T
T

C
−

14
G

lu−
T

T
C

−
14

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

G
lu−

T
T

C
−

15
G

lu−
T

T
C

−
15

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

T
T

C
−

16
G

lu−
T

T
C

−
16

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

100

200

300

400

G
M

05372
G

M
12878

G
ly−

C
C

C
−

1
G

ly−
C

C
C

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

300

600

900

0

500

1000

1500

G
M

05372
G

M
12878

G
ly−

C
C

C
−

2
G

ly−
C

C
C

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

4

8

12

0.0

2.5

5.0

7.5

10.0

12.5

G
M

05372
G

M
12878

G
ly−

C
C

C
−

3
G

ly−
C

C
C

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5

10

15

20

0

5

10

15

20

G
M

05372
G

M
12878

G
ly−

C
C

C
−

4
G

ly−
C

C
C

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

20

40

60

0

10

20

30

40

50

G
M

05372
G

M
12878

G
ly−

C
C

C
−

5
G

ly−
C

C
C

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

20

40

60

0

20

40

60

80

G
M

05372
G

M
12878

G
ly−

C
C

C
−

6
G

ly−
C

C
C

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

2

4

6

0

1

2

3

G
M

05372
G

M
12878

G
ly−

C
C

C
−

7
G

ly−
C

C
C

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ly−

C
C

C
−

8
G

ly−
C

C
C

−
8

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

1000

0

200

400

600

G
M

05372
G

M
12878

G
ly−

G
C

C
−

1
G

ly−
G

C
C

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

250

500

750

G
M

05372
G

M
12878

G
ly−

G
C

C
−

2
G

ly−
G

C
C

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

0

200

400

600

800

G
M

05372
G

M
12878

G
ly−

G
C

C
−

3
G

ly−
G

C
C

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

0.0

2.5

5.0

7.5

10.0

G
M

05372
G

M
12878

G
ly−

G
C

C
−

4
G

ly−
G

C
C

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

100

200

300

G
M

05372
G

M
12878

G
ly−

G
C

C
−

5
G

ly−
G

C
C

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

G
ly−

G
C

C
−

6
G

ly−
G

C
C

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

150

G
M

05372
G

M
12878

G
ly−

T
C

C
−

1
G

ly−
T

C
C

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

150

200

G
M

05372
G

M
12878

G
ly−

T
C

C
−

2
G

ly−
T

C
C

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

150

G
M

05372
G

M
12878

G
ly−

T
C

C
−

3
G

ly−
T

C
C

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

2

4

6

8

0

1

2

3

4

G
M

05372
G

M
12878

G
ly−

T
C

C
−

4
G

ly−
T

C
C

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

2.5

0

1

2

3

G
M

05372
G

M
12878

G
ly−

T
C

C
−

5
G

ly−
T

C
C

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

2.5

0

1

2

3

G
M

05372
G

M
12878

G
ly−

T
C

C
−

6
G

ly−
T

C
C

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5000

10000

15000

0

5000

10000

15000

G
M

05372
G

M
12878

H
is−

G
T

G
−

1
H

is−
G

T
G

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

0

50

100

150

G
M

05372
G

M
12878

H
is−

G
T

G
−

2
H

is−
G

T
G

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

H
is−

G
T

G
−

3
H

is−
G

T
G

−
3

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

1000

0

200

400

600

800

G
M

05372
G

M
12878

Ile−
A

AT
−

1
Ile−

A
AT

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

150

200

0

50

100

G
M

05372
G

M
12878

Ile−
A

AT
−

2
Ile−

A
AT

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

150

200

0

50

100

G
M

05372
G

M
12878

Ile−
A

AT
−

3
Ile−

A
AT

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

150

200

G
M

05372
G

M
12878

Ile−
A

AT
−

4
Ile−

A
AT

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

1000

0

200

400

600

800

G
M

05372
G

M
12878

Ile−
A

AT
−

5
Ile−

A
AT

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

150

0

50

100

G
M

05372
G

M
12878

Ile−
A

AT
−

6
Ile−

A
AT

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

1000

0

200

400

600

800

G
M

05372
G

M
12878

Ile−
A

AT
−

7
Ile−

A
AT

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

1000

0

200

400

600

800

G
M

05372
G

M
12878

Ile−
A

AT
−

8
Ile−

A
AT

−
8

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

2

4

6

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

Ile−
A

AT
−

9
Ile−

A
AT

−
9

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.4

0.8

1.2

G
M

05372
G

M
12878

Ile−
A

AT
−

10
Ile−

A
AT

−
10

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Ile−
A

AT
−

11
Ile−

A
AT

−
11

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Ile−
A

AT
−

12
Ile−

A
AT

−
12

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

2.5

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

Ile−
G

AT
−

1
Ile−

G
AT

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

20

40

60

80

0

10

20

30

40

G
M

05372
G

M
12878

Ile−
TAT

−
1

Ile−
TAT

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

150

0

25

50

75

G
M

05372
G

M
12878

Ile−
TAT

−
2

Ile−
TAT

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

0

5

10

15

20

G
M

05372
G

M
12878

Ile−
TAT

−
3

Ile−
TAT

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

0

250

500

750

G
M

05372
G

M
12878

iM
et−

C
AT

−
1

iM
et−

C
AT

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

20

40

60

0

10

20

30

40

G
M

05372
G

M
12878

iM
et−

C
AT

−
2

iM
et−

C
AT

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

25

50

75

0

10

20

30

40

G
M

05372
G

M
12878

iM
et−

C
AT

−
3

iM
et−

C
AT

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

0

100

200

300

400

G
M

05372
G

M
12878

Leu−
A

A
G

−
1

Leu−
A

A
G

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

200

400

600

G
M

05372
G

M
12878

Leu−
A

A
G

−
2

Leu−
A

A
G

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

150

200

G
M

05372
G

M
12878

Leu−
A

A
G

−
3

Leu−
A

A
G

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

150

200

G
M

05372
G

M
12878

Leu−
A

A
G

−
4

Leu−
A

A
G

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5

10

0

2

4

6

G
M

05372
G

M
12878

Leu−
A

A
G

−
5

Leu−
A

A
G

−
5

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

Leu−
A

A
G

−
6

Leu−
A

A
G

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.2

0.4

0.6

0.8

G
M

05372
G

M
12878

Leu−
A

A
G

−
7

Leu−
A

A
G

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

Leu−
A

A
G

−
8

Leu−
A

A
G

−
8

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

100

200

300

400

G
M

05372
G

M
12878

Leu−
C

A
A

−
1

Leu−
C

A
A

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

0

100

200

300

G
M

05372
G

M
12878

Leu−
C

A
A

−
2

Leu−
C

A
A

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

0

100

200

300

G
M

05372
G

M
12878

Leu−
C

A
A

−
3

Leu−
C

A
A

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

1000

0

200

400

600

G
M

05372
G

M
12878

Leu−
C

A
A

−
4

Leu−
C

A
A

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5

10

15

20

0

2

4

6

8

G
M

05372
G

M
12878

Leu−
C

A
A

−
5

Leu−
C

A
A

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

3

6

9

12

0

3

6

9

G
M

05372
G

M
12878

Leu−
C

A
A

−
6

Leu−
C

A
A

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Leu−
C

A
A

−
7

Leu−
C

A
A

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

0

100

200

300

G
M

05372
G

M
12878

Leu−
C

A
G

−
1

Leu−
C

A
G

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

100

200

300

400

G
M

05372
G

M
12878

Leu−
C

A
G

−
2

Leu−
C

A
G

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Leu−
C

A
G

−
3

Leu−
C

A
G

−
3

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

150

0

50

100

G
M

05372
G

M
12878

Leu−
TA

A
−

1
Leu−

TA
A

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

0

2

4

6

8

G
M

05372
G

M
12878

Leu−
TA

A
−

2
Leu−

TA
A

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5

10

15

0

2

4

6

8

G
M

05372
G

M
12878

Leu−
TA

A
−

3
Leu−

TA
A

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

2

4

0.0

0.5

1.0

G
M

05372
G

M
12878

Leu−
TA

A
−

4
Leu−

TA
A

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

0.20

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Leu−
TA

A
−

5
Leu−

TA
A

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

0

100

200

300

400

G
M

05372
G

M
12878

Leu−
TA

G
−

1
Leu−

TA
G

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

20

40

60

80

0

25

50

75

G
M

05372
G

M
12878

Leu−
TA

G
−

2
Leu−

TA
G

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

0

100

200

300

400

G
M

05372
G

M
12878

Leu−
TA

G
−

3
Leu−

TA
G

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Leu−
TA

G
−

4
Leu−

TA
G

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

0

500

1000

G
M

05372
G

M
12878

Lys−
C

T
T

−
1

Lys−
C

T
T

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

0

500

1000

1500

G
M

05372
G

M
12878

Lys−
C

T
T

−
2

Lys−
C

T
T

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

0

500

1000

G
M

05372
G

M
12878

Lys−
C

T
T

−
3

Lys−
C

T
T

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

0

500

1000

G
M

05372
G

M
12878

Lys−
C

T
T

−
4

Lys−
C

T
T

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

0.0

2.5

5.0

7.5

G
M

05372
G

M
12878

Lys−
C

T
T

−
5

Lys−
C

T
T

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

20

40

60

0

20

40

60

G
M

05372
G

M
12878

Lys−
C

T
T

−
6

Lys−
C

T
T

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

30

60

90

120

0

25

50

75

100

G
M

05372
G

M
12878

Lys−
C

T
T

−
7

Lys−
C

T
T

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

0.0

0.5

1.0

1.5

2.0

2.5

G
M

05372
G

M
12878

Lys−
C

T
T

−
8

Lys−
C

T
T

−
8

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

G
M

05372
G

M
12878

Lys−
C

T
T

−
9

Lys−
C

T
T

−
9

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

15

20

G
M

05372
G

M
12878

Lys−
C

T
T

−
10

Lys−
C

T
T

−
10

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

30

60

90

0

25

50

75

100

G
M

05372
G

M
12878

Lys−
C

T
T

−
11

Lys−
C

T
T

−
11

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

Lys−
C

T
T

−
12

Lys−
C

T
T

−
12

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

Lys−
C

T
T

−
13

Lys−
C

T
T

−
13

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

0.0

0.2

0.4

0.6

0.8

G
M

05372
G

M
12878

Lys−
C

T
T

−
14

Lys−
C

T
T

−
14

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Lys−
C

T
T

−
15

Lys−
C

T
T

−
15

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

0

2

4

6

8

G
M

05372
G

M
12878

Lys−
C

T
T

−
16

Lys−
C

T
T

−
16

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

40

50

0

5

10

15

20

25

G
M

05372
G

M
12878

Lys−
T

T
T

−
1

Lys−
T

T
T

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

0.0

2.5

5.0

7.5

10.0

12.5

G
M

05372
G

M
12878

Lys−
T

T
T

−
2

Lys−
T

T
T

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1000

2000

0

500

1000

1500

G
M

05372
G

M
12878

Lys−
T

T
T

−
3

Lys−
T

T
T

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

G
M

05372
G

M
12878

Lys−
T

T
T

−
4

Lys−
T

T
T

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

100

200

300

G
M

05372
G

M
12878

Lys−
T

T
T

−
5

Lys−
T

T
T

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

150

200

250

0

25

50

75

G
M

05372
G

M
12878

Lys−
T

T
T

−
6

Lys−
T

T
T

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

0

2

4

6

G
M

05372
G

M
12878

Lys−
T

T
T

−
7

Lys−
T

T
T

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

2

4

0

1

2

G
M

05372
G

M
12878

Lys−
T

T
T

−
8

Lys−
T

T
T

−
8

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

40

50

0

2

4

6

8

G
M

05372
G

M
12878

Lys−
T

T
T

−
9

Lys−
T

T
T

−
9

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0

2

4

6

G
M

05372
G

M
12878

Lys−
T

T
T

−
10

Lys−
T

T
T

−
10

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

Lys−
T

T
T

−
11

Lys−
T

T
T

−
11

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

Lys−
T

T
T

−
12

Lys−
T

T
T

−
12

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

2

4

6

0

2

4

6

8

G
M

05372
G

M
12878

Lys−
T

T
T

−
13

Lys−
T

T
T

−
13

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.2

0.4

0.6

0.8

G
M

05372
G

M
12878

Lys−
T

T
T

−
14

Lys−
T

T
T

−
14

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

Lys−
T

T
T

−
15

Lys−
T

T
T

−
15

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

Lys−
T

T
T

−
16

Lys−
T

T
T

−
16

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

Lys−
T

T
T

−
17

Lys−
T

T
T

−
17

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

100

200

300

G
M

05372
G

M
12878

M
et−

C
AT

−
1

M
et−

C
AT

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

150

0

50

100

G
M

05372
G

M
12878

M
et−

C
AT

−
2

M
et−

C
AT

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

150

200

G
M

05372
G

M
12878

M
et−

C
AT

−
3

M
et−

C
AT

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

150

200

0

40

80

120

G
M

05372
G

M
12878

M
et−

C
AT

−
4

M
et−

C
AT

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5

10

15

20

0

5

10

15

20

G
M

05372
G

M
12878

M
et−

C
AT

−
5

M
et−

C
AT

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

500

0

100

200

300

400

500

G
M

05372
G

M
12878

M
et−

C
AT

−
6

M
et−

C
AT

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

M
et−

C
AT

−
7

M
et−

C
AT

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

C
T

G
−

1
nm

t−
G

ln−
C

T
G

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

1
nm

t−
G

ln−
T

T
G

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

2
nm

t−
G

ln−
T

T
G

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

3
nm

t−
G

ln−
T

T
G

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

4
nm

t−
G

ln−
T

T
G

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

5
nm

t−
G

ln−
T

T
G

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

0.20

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

6
nm

t−
G

ln−
T

T
G

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

7
nm

t−
G

ln−
T

T
G

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

8
nm

t−
G

ln−
T

T
G

−
8

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0

1

2

3

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

9
nm

t−
G

ln−
T

T
G

−
9

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

10
nm

t−
G

ln−
T

T
G

−
10

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

11
nm

t−
G

ln−
T

T
G

−
11

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

12
nm

t−
G

ln−
T

T
G

−
12

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

13
nm

t−
G

ln−
T

T
G

−
13

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

14
nm

t−
G

ln−
T

T
G

−
14

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

15
nm

t−
G

ln−
T

T
G

−
15

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

nm
t−

Leu−
TA

A
−

1
nm

t−
Leu−

TA
A

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

nm
t−

Leu−
TA

A
−

2
nm

t−
Leu−

TA
A

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

nm
t−

Leu−
TA

A
−

3
nm

t−
Leu−

TA
A

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

Leu−
TA

A
−

4
nm

t−
Leu−

TA
A

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

nm
t−

Leu−
TA

A
−

5
nm

t−
Leu−

TA
A

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

0.5

0.0

0.2

0.4

0.6

0.8

G
M

05372
G

M
12878

nm
t−

Leu−
TA

A
−

6
nm

t−
Leu−

TA
A

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

P
ro−

T
G

G
−

1
nm

t−
P

ro−
T

G
G

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

S
er−

T
G

A
−

1
nm

t−
S

er−
T

G
A

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

S
er−

T
G

A
−

2
nm

t−
S

er−
T

G
A

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.4

0.8

1.2

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

nm
t−

S
er−

T
G

A
−

3
nm

t−
S

er−
T

G
A

−
3

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5

10

15

0

5

10

G
M

05372
G

M
12878

nm
t−

V
al−

TA
C

−
1

nm
t−

V
al−

TA
C

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

500

0

100

200

300

400

G
M

05372
G

M
12878

P
he−

G
A

A
−

1
P

he−
G

A
A

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

0

20

40

60

80

G
M

05372
G

M
12878

P
he−

G
A

A
−

2
P

he−
G

A
A

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

0

20

40

60

80

G
M

05372
G

M
12878

P
he−

G
A

A
−

3
P

he−
G

A
A

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

30

60

90

0

20

40

60

G
M

05372
G

M
12878

P
he−

G
A

A
−

4
P

he−
G

A
A

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5

10

0.0

2.5

5.0

7.5

10.0

G
M

05372
G

M
12878

P
he−

G
A

A
−

5
P

he−
G

A
A

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

P
he−

G
A

A
−

6
P

he−
G

A
A

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

P
he−

G
A

A
−

7
P

he−
G

A
A

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

P
he−

G
A

A
−

8
P

he−
G

A
A

−
8

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

0

200

400

600

G
M

05372
G

M
12878

P
he−

G
A

A
−

9
P

he−
G

A
A

−
9

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

0

200

400

600

G
M

05372
G

M
12878

P
he−

G
A

A
−

10
P

he−
G

A
A

−
10

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

2.5

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

P
he−

G
A

A
−

11
P

he−
G

A
A

−
11

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

P
he−

G
A

A
−

12
P

he−
G

A
A

−
12

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

0

500

1000

1500

G
M

05372
G

M
12878

P
ro−

A
G

G
−

1
P

ro−
A

G
G

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1000

2000

0

500

1000

1500

2000

G
M

05372
G

M
12878

P
ro−

A
G

G
−

2
P

ro−
A

G
G

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

0

500

1000

1500

G
M

05372
G

M
12878

P
ro−

A
G

G
−

3
P

ro−
A

G
G

−
3

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0

1

2

3

4

G
M

05372
G

M
12878

P
ro−

A
G

G
−

4
P

ro−
A

G
G

−
4

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0

1

2

3

4

G
M

05372
G

M
12878

P
ro−

A
G

G
−

5
P

ro−
A

G
G

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0

1

2

3

4

5

G
M

05372
G

M
12878

P
ro−

A
G

G
−

6
P

ro−
A

G
G

−
6

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1000

2000

0

500

1000

1500

2000

G
M

05372
G

M
12878

P
ro−

C
G

G
−

1
P

ro−
C

G
G

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

2500

0

500

1000

1500

G
M

05372
G

M
12878

P
ro−

C
G

G
−

2
P

ro−
C

G
G

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

P
ro−

G
G

G
−

1
P

ro−
G

G
G

−
1

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

2500

0

500

1000

1500

G
M

05372
G

M
12878

P
ro−

T
G

G
−

1
P

ro−
T

G
G

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

0

500

1000

1500

G
M

05372
G

M
12878

P
ro−

T
G

G
−

2
P

ro−
T

G
G

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1000

2000

0

500

1000

1500

2000

G
M

05372
G

M
12878

P
ro−

T
G

G
−

3
P

ro−
T

G
G

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

P
ro−

T
G

G
−

4
P

ro−
T

G
G

−
4

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

P
ro−

T
G

G
−

5
P

ro−
T

G
G

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

0

10

20

30

G
M

05372
G

M
12878

S
eC

−
T

C
A

−
1

S
eC

−
T

C
A

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

0

1

2

3

G
M

05372
G

M
12878

S
eC

−
T

C
A

−
2

S
eC

−
T

C
A

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

S
eC

−
T

C
A

−
3

S
eC

−
T

C
A

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

2

4

6

8

0

2

4

6

G
M

05372
G

M
12878

S
er−

A
C

T
−

1
S

er−
A

C
T

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

1000

0

200

400

600

G
M

05372
G

M
12878

S
er−

A
G

A
−

1
S

er−
A

G
A

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

0

500

1000

1500

G
M

05372
G

M
12878

S
er−

A
G

A
−

2
S

er−
A

G
A

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

0

200

400

G
M

05372
G

M
12878

S
er−

A
G

A
−

3
S

er−
A

G
A

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

0

250

500

750

G
M

05372
G

M
12878

S
er−

A
G

A
−

4
S

er−
A

G
A

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

25

50

75

100

0

25

50

75

100

G
M

05372
G

M
12878

S
er−

A
G

A
−

5
S

er−
A

G
A

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

S
er−

A
G

A
−

6
S

er−
A

G
A

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

S
er−

A
G

A
−

7
S

er−
A

G
A

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

150

0

50

100

G
M

05372
G

M
12878

S
er−

C
G

A
−

1
S

er−
C

G
A

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

15

20

G
M

05372
G

M
12878

S
er−

C
G

A
−

2
S

er−
C

G
A

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

15

20

G
M

05372
G

M
12878

S
er−

C
G

A
−

3
S

er−
C

G
A

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

150

200

0

20

40

60

80

G
M

05372
G

M
12878

S
er−

C
G

A
−

4
S

er−
C

G
A

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

20

40

60

0

20

40

60

80

G
M

05372
G

M
12878

S
er−

G
C

T
−

1
S

er−
G

C
T

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

150

200

0

20

40

60

80

G
M

05372
G

M
12878

S
er−

G
C

T
−

2
S

er−
G

C
T

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

200

400

G
M

05372
G

M
12878

S
er−

G
C

T
−

3
S

er−
G

C
T

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

0

200

400

600

G
M

05372
G

M
12878

S
er−

G
C

T
−

4
S

er−
G

C
T

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

100

200

300

400

500

G
M

05372
G

M
12878

S
er−

G
C

T
−

5
S

er−
G

C
T

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

0

200

400

600

G
M

05372
G

M
12878

S
er−

G
C

T
−

6
S

er−
G

C
T

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

50

100

150

200

250

0

50

100

150

200

G
M

05372
G

M
12878

S
er−

T
G

A
−

1
S

er−
T

G
A

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

1000

0

200

400

600

G
M

05372
G

M
12878

S
er−

T
G

A
−

2
S

er−
T

G
A

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

0

500

1000

1500

G
M

05372
G

M
12878

S
er−

T
G

A
−

3
S

er−
T

G
A

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

0

50

100

150

G
M

05372
G

M
12878

S
er−

T
G

A
−

4
S

er−
T

G
A

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

S
up−

C
TA

−
1

S
up−

C
TA

−
1

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

S
up−

C
TA

−
2

S
up−

C
TA

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

S
up−

C
TA

−
3

S
up−

C
TA

−
3

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5

10

0

3

6

9

12

G
M

05372
G

M
12878

S
up−

T
TA

−
1

S
up−

T
TA

−
1

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

S
up−

T
TA

−
2

S
up−

T
TA

−
2

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

S
up−

T
TA

−
3

S
up−

T
TA

−
3

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

2000

4000

6000

0

2000

4000

6000

G
M

05372
G

M
12878

T
hr−

A
G

T
−

1
T

hr−
A

G
T

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

0

250

500

750

1000

G
M

05372
G

M
12878

T
hr−

A
G

T
−

2
T

hr−
A

G
T

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

0

100

200

300

G
M

05372
G

M
12878

T
hr−

A
G

T
−

3
T

hr−
A

G
T

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

2000

4000

6000

0

2000

4000

6000

G
M

05372
G

M
12878

T
hr−

A
G

T
−

4
T

hr−
A

G
T

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

40

50

0

25

50

75

100

G
M

05372
G

M
12878

T
hr−

A
G

T
−

5
T

hr−
A

G
T

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

0

250

500

750

1000

G
M

05372
G

M
12878

T
hr−

A
G

T
−

6
T

hr−
A

G
T

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

T
hr−

A
G

T
−

7
T

hr−
A

G
T

−
7

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

0

5

10

15

20

G
M

05372
G

M
12878

T
hr−

C
G

T
−

1
T

hr−
C

G
T

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

100

200

G
M

05372
G

M
12878

T
hr−

C
G

T
−

2
T

hr−
C

G
T

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

0

250

500

750

1000

G
M

05372
G

M
12878

T
hr−

C
G

T
−

3
T

hr−
C

G
T

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

150

200

250

G
M

05372
G

M
12878

T
hr−

C
G

T
−

4
T

hr−
C

G
T

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

0.20

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

T
hr−

C
G

T
−

5
T

hr−
C

G
T

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0

1

2

G
M

05372
G

M
12878

T
hr−

C
G

T
−

6
T

hr−
C

G
T

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

0

100

200

300

400

500

G
M

05372
G

M
12878

T
hr−

T
G

T
−

1
T

hr−
T

G
T

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

500

0

100

200

G
M

05372
G

M
12878

T
hr−

T
G

T
−

2
T

hr−
T

G
T

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

0

200

400

600

G
M

05372
G

M
12878

T
hr−

T
G

T
−

3
T

hr−
T

G
T

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

0

250

500

750

G
M

05372
G

M
12878

T
hr−

T
G

T
−

4
T

hr−
T

G
T

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

0

250

500

750

G
M

05372
G

M
12878

T
hr−

T
G

T
−

5
T

hr−
T

G
T

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

0

200

400

600

800

G
M

05372
G

M
12878

T
hr−

T
G

T
−

6
T

hr−
T

G
T

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

200

400

600

G
M

05372
G

M
12878

Trp−
C

C
A

−
1

Trp−
C

C
A

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

100

200

300

G
M

05372
G

M
12878

Trp−
C

C
A

−
2

Trp−
C

C
A

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

200

400

600

G
M

05372
G

M
12878

Trp−
C

C
A

−
3

Trp−
C

C
A

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

200

400

G
M

05372
G

M
12878

Trp−
C

C
A

−
4

Trp−
C

C
A

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

600

0

200

400

600

G
M

05372
G

M
12878

Trp−
C

C
A

−
5

Trp−
C

C
A

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

0.20

0.25

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Trp−
C

C
A

−
6

Trp−
C

C
A

−
6

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Trp−
C

C
A

−
7

Trp−
C

C
A

−
7

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

Tyr−
ATA

−
1

Tyr−
ATA

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

1000

0

200

400

G
M

05372
G

M
12878

Tyr−
G

TA
−

1
Tyr−

G
TA

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

0

250

500

750

G
M

05372
G

M
12878

Tyr−
G

TA
−

2
Tyr−

G
TA

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

0

50

100

G
M

05372
G

M
12878

Tyr−
G

TA
−

3
Tyr−

G
TA

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

0

2

4

6

G
M

05372
G

M
12878

Tyr−
G

TA
−

4
Tyr−

G
TA

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

0

250

500

750

G
M

05372
G

M
12878

Tyr−
G

TA
−

5
Tyr−

G
TA

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

200

400

0

50

100

G
M

05372
G

M
12878

Tyr−
G

TA
−

6
Tyr−

G
TA

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

1000

0

100

200

300

400

500

G
M

05372
G

M
12878

Tyr−
G

TA
−

7
Tyr−

G
TA

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

250

500

750

1000

0

200

400

G
M

05372
G

M
12878

Tyr−
G

TA
−

8
Tyr−

G
TA

−
8

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

Tyr−
G

TA
−

9
Tyr−

G
TA

−
9

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

3

4

G
M

05372
G

M
12878

Tyr−
G

TA
−

10
Tyr−

G
TA

−
10

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

2

4

6

0

1

2

3

4

5

G
M

05372
G

M
12878

Tyr−
G

TA
−

11
Tyr−

G
TA

−
11

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Tyr−
G

TA
−

12
Tyr−

G
TA

−
12

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5

10

15

0

4

8

12

G
M

05372
G

M
12878

U
nd−

N
N

N
−

1
U

nd−
N

N
N

−
1

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

U
nd−

N
N

N
−

2
U

nd−
N

N
N

−
2

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

0

2

4

6

8

G
M

05372
G

M
12878

U
nd−

N
N

N
−

3
U

nd−
N

N
N

−
3

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.5

1.0

G
M

05372
G

M
12878

U
nd−

N
N

N
−

4
U

nd−
N

N
N

−
4

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

U
nd−

N
N

N
−

5
U

nd−
N

N
N

−
5

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

U
nd−

N
N

N
−

6
U

nd−
N

N
N

−
6

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

U
nd−

N
N

N
−

7
U

nd−
N

N
N

−
7

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

U
nd−

N
N

N
−

8
U

nd−
N

N
N

−
8

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

U
nd−

N
N

N
−

9
U

nd−
N

N
N

−
9

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

U
nd−

N
N

N
−

10
U

nd−
N

N
N

−
10

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

2500

0

500

1000

1500

G
M

05372
G

M
12878

V
al−

A
A

C
−

1
V

al−
A

A
C

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

2500

0

500

1000

1500

G
M

05372
G

M
12878

V
al−

A
A

C
−

2
V

al−
A

A
C

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

40

0

10

20

30

G
M

05372
G

M
12878

V
al−

A
A

C
−

3
V

al−
A

A
C

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

2500

0

500

1000

1500

G
M

05372
G

M
12878

V
al−

A
A

C
−

4
V

al−
A

A
C

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5

10

15

20

0

5

10

15

20

25

G
M

05372
G

M
12878

V
al−

A
A

C
−

5
V

al−
A

A
C

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5

10

15

0

2

4

6

G
M

05372
G

M
12878

V
al−

A
A

C
−

6
V

al−
A

A
C

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

V
al−

A
A

C
−

7
V

al−
A

A
C

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

2500

0

500

1000

1500

G
M

05372
G

M
12878

V
al−

C
A

C
−

1
V

al−
C

A
C

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

150

G
M

05372
G

M
12878

V
al−

C
A

C
−

2
V

al−
C

A
C

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

300

600

900

1200

0

200

400

600

G
M

05372
G

M
12878

V
al−

C
A

C
−

3
V

al−
C

A
C

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

0

10

20

30

G
M

05372
G

M
12878

V
al−

C
A

C
−

4
V

al−
C

A
C

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

2500

0

500

1000

1500

G
M

05372
G

M
12878

V
al−

C
A

C
−

5
V

al−
C

A
C

−
5

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

5

10

0

2

4

6

G
M

05372
G

M
12878

V
al−

C
A

C
−

6
V

al−
C

A
C

−
6

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

2

4

6

8

0

5

10

G
M

05372
G

M
12878

V
al−

C
A

C
−

7
V

al−
C

A
C

−
7

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

20

40

60

0

20

40

60

G
M

05372
G

M
12878

V
al−

C
A

C
−

8
V

al−
C

A
C

−
8

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

3

G
M

05372
G

M
12878

V
al−

C
A

C
−

9
V

al−
C

A
C

−
9

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

V
al−

C
A

C
−

10
V

al−
C

A
C

−
10

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.0

0.3

0.6

0.9

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

V
al−

C
A

C
−

11
V

al−
C

A
C

−
11

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

0.20

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

V
al−

C
A

C
−

12
V

al−
C

A
C

−
12

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

V
al−

C
A

C
−

13
V

al−
C

A
C

−
13

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

0.0

0.2

0.4

0.6

0.8

G
M

05372
G

M
12878

V
al−

C
A

C
−

14
V

al−
C

A
C

−
14

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

0

300

600

900

G
M

05372
G

M
12878

V
al−

TA
C

−
1

V
al−

TA
C

−
1

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

500

1000

0

300

600

900

1200

G
M

05372
G

M
12878

V
al−

TA
C

−
2

V
al−

TA
C

−
2

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

100

200

300

400

500

0

100

200

300

G
M

05372
G

M
12878

V
al−

TA
C

−
3

V
al−

TA
C

−
3

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



Untreated ARM−Seq

0

10

20

30

40

0

1

2

3

G
M

05372
G

M
12878

V
al−

TA
C

−
4

V
al−

TA
C

−
4

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mature tRNA



untreated AlkB

0

5

10

15

20

0.0

2.5

5.0

7.5

G
M

05372
G

M
12878

m
ito−

A
la−

T
G

C
m

ito−
A

la−
T

G
C

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

10

20

30

0

5

10

15

20

G
M

05372
G

M
12878

m
ito−

A
rg−

T
C

G
m

ito−
A

rg−
T

C
G

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

100

200

300

0

50

100

G
M

05372
G

M
12878

m
ito−

A
sn−

G
T

T
m

ito−
A

sn−
G

T
T

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

20

40

60

80

0

20

40

60

G
M

05372
G

M
12878

m
ito−

A
sp−

G
T

C
m

ito−
A

sp−
G

T
C

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

50

100

150

200

0

50

100

150

G
M

05372
G

M
12878

m
ito−

C
ys−

G
C

A
m

ito−
C

ys−
G

C
A

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

50

100

150

200

0

50

100

150

200

G
M

05372
G

M
12878

m
ito−

G
ln−

T
T

G
m

ito−
G

ln−
T

T
G

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

2000

4000

6000

0

2000

4000

G
M

05372
G

M
12878

m
ito−

G
lu−

T
T

C
m

ito−
G

lu−
T

T
C

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0.0

2.5

5.0

7.5

10.0

0.0

2.5

5.0

7.5

G
M

05372
G

M
12878

m
ito−

G
ly−

T
C

C
m

ito−
G

ly−
T

C
C

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

500

1000

1500

0

500

1000

G
M

05372
G

M
12878

m
ito−

H
is−

G
T

G
m

ito−
H

is−
G

T
G

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

200

400

600

800

0

100

200

300

400

G
M

05372
G

M
12878

m
ito−

Ile−
G

AT
m

ito−
Ile−

G
AT

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

100

200

300

0

100

200

G
M

05372
G

M
12878

m
ito−

Leu−
TA

A
m

ito−
Leu−

TA
A

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

100

200

300

400

0

100

200

300

G
M

05372
G

M
12878

m
ito−

Leu−
TA

G
m

ito−
Leu−

TA
G

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

200

400

600

800

0

200

400

600

G
M

05372
G

M
12878

m
ito−

Lys−
T

T
T

m
ito−

Lys−
T

T
T

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

100

200

300

400

0

50

100

150

200

G
M

05372
G

M
12878

m
ito−

M
et−

C
AT

m
ito−

M
et−

C
AT

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

50

100

150

200

250

0

50

100

150

200

G
M

05372
G

M
12878

m
ito−

P
he−

G
A

A
m

ito−
P

he−
G

A
A

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

500

1000

1500

0

200

400

G
M

05372
G

M
12878

m
ito−

P
ro−

T
G

G
m

ito−
P

ro−
T

G
G

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

100

200

300

0

100

200

G
M

05372
G

M
12878

m
ito−

S
er−

G
C

T
m

ito−
S

er−
G

C
T

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

2

4

0

3

6

9

12

G
M

05372
G

M
12878

m
ito−

S
er−

T
G

A
m

ito−
S

er−
T

G
A

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

10

20

30

40

0

20

40

60

G
M

05372
G

M
12878

m
ito−

T
hr−

T
G

T
m

ito−
T

hr−
T

G
T

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

10

20

30

40

0

5

10

15

G
M

05372
G

M
12878

m
ito−

Trp−
T

C
A

m
ito−

Trp−
T

C
A

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

100

200

300

400

500

0

200

400

600

G
M

05372
G

M
12878

m
ito−

Tyr−
G

TA
m

ito−
Tyr−

G
TA

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



untreated AlkB

0

2000

4000

6000

0

500

1000

1500

2000

G
M

05372
G

M
12878

m
ito−

V
al−

TA
C

m
ito−

V
al−

TA
C

res.9 anti
codon

A58 res.9 anti
codon

A58

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) mt-tRNA



Untreated ARM−Seq

0

1

2

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

A
la−

A
G

C
−

1−
1

A
la−

A
G

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

A
la−

A
G

C
−

2−
1

A
la−

A
G

C
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

A
la−

A
G

C
−

2−
2

A
la−

A
G

C
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

A
la−

A
G

C
−

3−
1

A
la−

A
G

C
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0.0

2.5

5.0

7.5

G
M

05372
G

M
12878

A
la−

A
G

C
−

4−
1

A
la−

A
G

C
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

A
la−

A
G

C
−

5−
1

A
la−

A
G

C
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

A
la−

A
G

C
−

6−
1

A
la−

A
G

C
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

25

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

A
la−

A
G

C
−

7−
1

A
la−

A
G

C
−

7−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

3

6

9

0

2

4

6

G
M

05372
G

M
12878

A
la−

A
G

C
−

8−
1

A
la−

A
G

C
−

8−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.2

0.4

0.6

0.8

G
M

05372
G

M
12878

A
la−

A
G

C
−

8−
2

A
la−

A
G

C
−

8−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0.0

0.5

1.0

G
M

05372
G

M
12878

A
la−

A
G

C
−

9−
1

A
la−

A
G

C
−

9−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0.0

0.5

1.0

G
M

05372
G

M
12878

A
la−

A
G

C
−

9−
2

A
la−

A
G

C
−

9−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
la−

A
G

C
−

10−
1

A
la−

A
G

C
−

10−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

A
la−

A
G

C
−

11−
1

A
la−

A
G

C
−

11−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.2

0.4

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
la−

A
G

C
−

12−
1

A
la−

A
G

C
−

12−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
la−

A
G

C
−

12−
2

A
la−

A
G

C
−

12−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
la−

A
G

C
−

12−
3

A
la−

A
G

C
−

12−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

0.5

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
la−

A
G

C
−

13−
1

A
la−

A
G

C
−

13−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
la−

A
G

C
−

13−
2

A
la−

A
G

C
−

13−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
la−

A
G

C
−

14−
1

A
la−

A
G

C
−

14−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
la−

A
G

C
−

15−
1

A
la−

A
G

C
−

15−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
la−

A
G

C
−

16−
1

A
la−

A
G

C
−

16−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

A
la−

A
G

C
−

17−
1

A
la−

A
G

C
−

17−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

A
la−

A
G

C
−

18−
1

A
la−

A
G

C
−

18−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

A
la−

A
G

C
−

18−
2

A
la−

A
G

C
−

18−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

A
la−

A
G

C
−

19−
1

A
la−

A
G

C
−

19−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
la−

A
G

C
−

20−
1

A
la−

A
G

C
−

20−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

0.20

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

A
la−

A
G

C
−

21−
1

A
la−

A
G

C
−

21−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
la−

A
G

C
−

22−
1

A
la−

A
G

C
−

22−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
la−

A
G

C
−

23−
1

A
la−

A
G

C
−

23−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0

1

2

3

4

G
M

05372
G

M
12878

A
la−

C
G

C
−

1−
1

A
la−

C
G

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.3

0.6

0.9

1.2

0

2

4

6

8

G
M

05372
G

M
12878

A
la−

C
G

C
−

2−
1

A
la−

C
G

C
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

3

6

9

12

G
M

05372
G

M
12878

A
la−

C
G

C
−

3−
1

A
la−

C
G

C
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.5

1.0

1.5

2.0

2.5

G
M

05372
G

M
12878

A
la−

C
G

C
−

4−
1

A
la−

C
G

C
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

A
la−

C
G

C
−

5−
1

A
la−

C
G

C
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

A
la−

T
G

C
−

1−
1

A
la−

T
G

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

0.0

0.3

0.6

0.9

1.2

G
M

05372
G

M
12878

A
la−

T
G

C
−

2−
1

A
la−

T
G

C
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

3

6

9

0

5

10

15

20

G
M

05372
G

M
12878

A
la−

T
G

C
−

3−
1

A
la−

T
G

C
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

25

0

5

10

15

20

G
M

05372
G

M
12878

A
la−

T
G

C
−

3−
2

A
la−

T
G

C
−

3−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

8

0

1

2

3

G
M

05372
G

M
12878

A
la−

T
G

C
−

4−
1

A
la−

T
G

C
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

A
la−

T
G

C
−

5−
1

A
la−

T
G

C
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

A
la−

T
G

C
−

6−
1

A
la−

T
G

C
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0.0

0.5

1.0

G
M

05372
G

M
12878

A
la−

T
G

C
−

7−
1

A
la−

T
G

C
−

7−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

A
la−

T
G

C
−

8−
1

A
la−

T
G

C
−

8−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
la−

T
G

C
−

9−
1

A
la−

T
G

C
−

9−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
la−

T
G

C
−

10−
1

A
la−

T
G

C
−

10−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

400

800

1200

0

50

100

G
M

05372
G

M
12878

A
rg−

A
C

G
−

1−
1

A
rg−

A
C

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

3

6

9

0

2

4

6

G
M

05372
G

M
12878

A
rg−

A
C

G
−

1−
2

A
rg−

A
C

G
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0

2

4

6

G
M

05372
G

M
12878

A
rg−

A
C

G
−

1−
3

A
rg−

A
C

G
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

0

25

50

75

100

G
M

05372
G

M
12878

A
rg−

A
C

G
−

2−
1

A
rg−

A
C

G
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

3

6

9

12

G
M

05372
G

M
12878

A
rg−

A
C

G
−

2−
2

A
rg−

A
C

G
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0.0

2.5

5.0

7.5

10.0

G
M

05372
G

M
12878

A
rg−

A
C

G
−

2−
3

A
rg−

A
C

G
−

2−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

150

0

20

40

60

80

G
M

05372
G

M
12878

A
rg−

A
C

G
−

2−
4

A
rg−

A
C

G
−

2−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

3

G
M

05372
G

M
12878

A
rg−

C
C

G
−

1−
1

A
rg−

C
C

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

G
M

05372
G

M
12878

A
rg−

C
C

G
−

1−
2

A
rg−

C
C

G
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

5

10

15

G
M

05372
G

M
12878

A
rg−

C
C

G
−

1−
3

A
rg−

C
C

G
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

2

4

6

G
M

05372
G

M
12878

A
rg−

C
C

G
−

2−
1

A
rg−

C
C

G
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
rg−

C
C

T
−

1−
1

A
rg−

C
C

T
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

0

20

40

60

G
M

05372
G

M
12878

A
rg−

C
C

T
−

2−
1

A
rg−

C
C

T
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

0

1

2

3

4

G
M

05372
G

M
12878

A
rg−

C
C

T
−

3−
1

A
rg−

C
C

T
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

400

0

200

400

600

G
M

05372
G

M
12878

A
rg−

C
C

T
−

4−
1

A
rg−

C
C

T
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
rg−

C
C

T
−

5−
1

A
rg−

C
C

T
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
rg−

C
C

T
−

6−
1

A
rg−

C
C

T
−

6−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
rg−

C
C

T
−

6−
2

A
rg−

C
C

T
−

6−
2

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
rg−

C
C

T
−

7−
1

A
rg−

C
C

T
−

7−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
rg−

C
C

T
−

8−
1

A
rg−

C
C

T
−

8−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
rg−

C
C

T
−

9−
1

A
rg−

C
C

T
−

9−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

10

20

30

40

G
M

05372
G

M
12878

A
rg−

T
C

G
−

1−
1

A
rg−

T
C

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

80

0

3

6

9

12

G
M

05372
G

M
12878

A
rg−

T
C

G
−

2−
1

A
rg−

T
C

G
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

10

20

30

G
M

05372
G

M
12878

A
rg−

T
C

G
−

3−
1

A
rg−

T
C

G
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

3

6

9

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

A
rg−

T
C

G
−

4−
1

A
rg−

T
C

G
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

20

40

60

G
M

05372
G

M
12878

A
rg−

T
C

G
−

5−
1

A
rg−

T
C

G
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.3

0.6

0.9

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
rg−

T
C

G
−

6−
1

A
rg−

T
C

G
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

0

10

20

30

40

50

G
M

05372
G

M
12878

A
rg−

T
C

T
−

1−
1

A
rg−

T
C

T
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

2

4

6

G
M

05372
G

M
12878

A
rg−

T
C

T
−

2−
1

A
rg−

T
C

T
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

1

2

3

G
M

05372
G

M
12878

A
rg−

T
C

T
−

3−
1

A
rg−

T
C

T
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

5

10

G
M

05372
G

M
12878

A
rg−

T
C

T
−

3−
2

A
rg−

T
C

T
−

3−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

A
rg−

T
C

T
−

4−
1

A
rg−

T
C

T
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

0.5

0.0

0.4

0.8

1.2

G
M

05372
G

M
12878

A
rg−

T
C

T
−

5−
1

A
rg−

T
C

T
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

A
sn−

AT
T

−
1−

1
A

sn−
AT

T
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

A
sn−

AT
T

−
1−

2
A

sn−
AT

T
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

8

0.0

2.5

5.0

7.5

G
M

05372
G

M
12878

A
sn−

G
T

T
−

1−
1

A
sn−

G
T

T
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

20

40

60

G
M

05372
G

M
12878

A
sn−

G
T

T
−

2−
1

A
sn−

G
T

T
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

10

20

30

G
M

05372
G

M
12878

A
sn−

G
T

T
−

2−
2

A
sn−

G
T

T
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

10

20

30

G
M

05372
G

M
12878

A
sn−

G
T

T
−

2−
3

A
sn−

G
T

T
−

2−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

10

20

30

G
M

05372
G

M
12878

A
sn−

G
T

T
−

2−
4

A
sn−

G
T

T
−

2−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

20

40

60

80

G
M

05372
G

M
12878

A
sn−

G
T

T
−

2−
5

A
sn−

G
T

T
−

2−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0.0

2.5

5.0

7.5

G
M

05372
G

M
12878

A
sn−

G
T

T
−

2−
6

A
sn−

G
T

T
−

2−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

0

50

100

150

200

250

G
M

05372
G

M
12878

A
sn−

G
T

T
−

3−
1

A
sn−

G
T

T
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

0

50

100

150

200

250

G
M

05372
G

M
12878

A
sn−

G
T

T
−

3−
2

A
sn−

G
T

T
−

3−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

3

6

9

0

5

10

15

G
M

05372
G

M
12878

A
sn−

G
T

T
−

4−
1

A
sn−

G
T

T
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

5

10

G
M

05372
G

M
12878

A
sn−

G
T

T
−

5−
1

A
sn−

G
T

T
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0

1

2

3

G
M

05372
G

M
12878

A
sn−

G
T

T
−

6−
1

A
sn−

G
T

T
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

150

0

50

100

G
M

05372
G

M
12878

A
sn−

G
T

T
−

7−
1

A
sn−

G
T

T
−

7−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

0

5

10

G
M

05372
G

M
12878

A
sn−

G
T

T
−

8−
1

A
sn−

G
T

T
−

8−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

25

0

10

20

30

40

G
M

05372
G

M
12878

A
sn−

G
T

T
−

9−
1

A
sn−

G
T

T
−

9−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

25

0

10

20

30

40

G
M

05372
G

M
12878

A
sn−

G
T

T
−

9−
2

A
sn−

G
T

T
−

9−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

0

1

2

3

G
M

05372
G

M
12878

A
sn−

G
T

T
−

10−
1

A
sn−

G
T

T
−

10−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

A
sn−

G
T

T
−

11−
1

A
sn−

G
T

T
−

11−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

A
sn−

G
T

T
−

11−
2

A
sn−

G
T

T
−

11−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

0.5

0

1

2

3

4

G
M

05372
G

M
12878

A
sn−

G
T

T
−

12−
1

A
sn−

G
T

T
−

12−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

8

0

1

2

3

G
M

05372
G

M
12878

A
sn−

G
T

T
−

13−
1

A
sn−

G
T

T
−

13−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

A
sn−

G
T

T
−

14−
1

A
sn−

G
T

T
−

14−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sn−

G
T

T
−

15−
1

A
sn−

G
T

T
−

15−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sn−

G
T

T
−

16−
1

A
sn−

G
T

T
−

16−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sn−

G
T

T
−

16−
2

A
sn−

G
T

T
−

16−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sn−

G
T

T
−

16−
3

A
sn−

G
T

T
−

16−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sn−

G
T

T
−

16−
4

A
sn−

G
T

T
−

16−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sn−

G
T

T
−

16−
5

A
sn−

G
T

T
−

16−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

0.0

2.5

5.0

7.5

G
M

05372
G

M
12878

A
sn−

G
T

T
−

17−
1

A
sn−

G
T

T
−

17−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

A
sn−

G
T

T
−

18−
1

A
sn−

G
T

T
−

18−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sn−

G
T

T
−

19−
1

A
sn−

G
T

T
−

19−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

A
sn−

G
T

T
−

20−
1

A
sn−

G
T

T
−

20−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

A
sn−

G
T

T
−

21−
1

A
sn−

G
T

T
−

21−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sn−

G
T

T
−

22−
1

A
sn−

G
T

T
−

22−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

A
sn−

G
T

T
−

23−
1

A
sn−

G
T

T
−

23−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0

2

4

6

G
M

05372
G

M
12878

A
sp−

G
T

C
−

1−
1

A
sp−

G
T

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

A
sp−

G
T

C
−

2−
1

A
sp−

G
T

C
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

A
sp−

G
T

C
−

2−
2

A
sp−

G
T

C
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

A
sp−

G
T

C
−

2−
3

A
sp−

G
T

C
−

2−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

A
sp−

G
T

C
−

2−
4

A
sp−

G
T

C
−

2−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

A
sp−

G
T

C
−

2−
5

A
sp−

G
T

C
−

2−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

0

2

4

6

8

G
M

05372
G

M
12878

A
sp−

G
T

C
−

2−
6

A
sp−

G
T

C
−

2−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

A
sp−

G
T

C
−

2−
7

A
sp−

G
T

C
−

2−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

0.0

0.5

1.0

G
M

05372
G

M
12878

A
sp−

G
T

C
−

2−
8

A
sp−

G
T

C
−

2−
8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

25

0

5

10

15

20

G
M

05372
G

M
12878

A
sp−

G
T

C
−

2−
9

A
sp−

G
T

C
−

2−
9

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

1

2

3

G
M

05372
G

M
12878

A
sp−

G
T

C
−

2−
10

A
sp−

G
T

C
−

2−
10

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0

1

2

3

4

G
M

05372
G

M
12878

A
sp−

G
T

C
−

2−
11

A
sp−

G
T

C
−

2−
11

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

0.0

0.3

0.6

0.9

1.2

G
M

05372
G

M
12878

A
sp−

G
T

C
−

3−
1

A
sp−

G
T

C
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sp−

G
T

C
−

4−
1

A
sp−

G
T

C
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sp−

G
T

C
−

5−
1

A
sp−

G
T

C
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sp−

G
T

C
−

6−
1

A
sp−

G
T

C
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sp−

G
T

C
−

7−
1

A
sp−

G
T

C
−

7−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sp−

G
T

C
−

8−
1

A
sp−

G
T

C
−

8−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sp−

G
T

C
−

9−
1

A
sp−

G
T

C
−

9−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

A
sp−

G
T

C
−

10−
1

A
sp−

G
T

C
−

10−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0.0

0.5

1.0

1.5

2.0

2.5

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
1−

A
laC

G
C

chr6_apd_hap1.tR
N

A
1−

A
laC

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

400

0

5

10

15

20

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
2−

LysT
T

T
chr6_apd_hap1.tR

N
A

2−
LysT

T
T

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
3−

P
heG

A
A

chr6_apd_hap1.tR
N

A
3−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
4−

A
rgC

C
G

chr6_apd_hap1.tR
N

A
4−

A
rgC

C
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

0

5

10

15

20

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
5−

G
luC

T
C

chr6_apd_hap1.tR
N

A
5−

G
luC

T
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
6−

LeuA
A

G
chr6_apd_hap1.tR

N
A

6−
LeuA

A
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
7−

P
heG

A
A

chr6_apd_hap1.tR
N

A
7−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

200

400

600

0

50

100

150

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
8−

LeuC
A

A
chr6_apd_hap1.tR

N
A

8−
LeuC

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
9−

A
laA

G
C

chr6_apd_hap1.tR
N

A
9−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
10−

A
laA

G
C

chr6_apd_hap1.tR
N

A
10−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
11−

P
heG

A
A

chr6_apd_hap1.tR
N

A
11−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
12−

A
laT

G
C

chr6_apd_hap1.tR
N

A
12−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
13−

A
laA

G
C

chr6_apd_hap1.tR
N

A
13−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

2

4

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
14−

P
heG

A
A

chr6_apd_hap1.tR
N

A
14−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0.0

0.5

1.0

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
15−

A
laT

G
C

chr6_apd_hap1.tR
N

A
15−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
16−

A
laA

G
C

chr6_apd_hap1.tR
N

A
16−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

1

2

3

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
17−

P
heG

A
A

chr6_apd_hap1.tR
N

A
17−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
18−

A
laT

G
C

chr6_apd_hap1.tR
N

A
18−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
19−

P
seudoA

G
C

chr6_apd_hap1.tR
N

A
19−

P
seudoA

G
C

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
20−

P
heG

A
A

chr6_apd_hap1.tR
N

A
20−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
21−

A
laT

G
C

chr6_apd_hap1.tR
N

A
21−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

3

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
22−

A
rgC

C
G

chr6_apd_hap1.tR
N

A
22−

A
rgC

C
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

30

60

90

120

0.0

2.5

5.0

7.5

10.0

12.5

G
M

05372
G

M
12878

chr6_apd_hap1.tR
N

A
23−

V
alA

A
C

chr6_apd_hap1.tR
N

A
23−

V
alA

A
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

2.5

0

2

4

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
1−

IleTAT
chr6_cox_hap2.tR

N
A

1−
IleTAT

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

0

2

4

6

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
2−

G
lnT

T
G

chr6_cox_hap2.tR
N

A
2−

G
lnT

T
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
3−

A
laA

G
C

chr6_cox_hap2.tR
N

A
3−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

0.0

0.3

0.6

0.9

1.2

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
4−

A
laT

G
C

chr6_cox_hap2.tR
N

A
4−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
5−

A
laA

G
C

chr6_cox_hap2.tR
N

A
5−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

25

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
6−

A
laA

G
C

chr6_cox_hap2.tR
N

A
6−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
7−

T
hrA

G
T

chr6_cox_hap2.tR
N

A
7−

T
hrA

G
T

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0.0

0.5

1.0

1.5

2.0

2.5

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
8−

A
laC

G
C

chr6_cox_hap2.tR
N

A
8−

A
laC

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

150

0

5

10

15

20

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
9−

LysT
T

T
chr6_cox_hap2.tR

N
A

9−
LysT

T
T

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
10−

P
heG

A
A

chr6_cox_hap2.tR
N

A
10−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
11−

A
rgC

C
G

chr6_cox_hap2.tR
N

A
11−

A
rgC

C
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

200

400

600

0

50

100

150

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
12−

LeuC
A

A
chr6_cox_hap2.tR

N
A

12−
LeuC

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

3

6

9

0.0

2.5

5.0

7.5

10.0

12.5

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
13−

M
etC

AT
chr6_cox_hap2.tR

N
A

13−
M

etC
AT

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
14−

LysT
T

T
chr6_cox_hap2.tR

N
A

14−
LysT

T
T

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

0

5

10

15

20

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
15−

G
luC

T
C

chr6_cox_hap2.tR
N

A
15−

G
luC

T
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
16−

LeuA
A

G
chr6_cox_hap2.tR

N
A

16−
LeuA

A
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
17−

P
heG

A
A

chr6_cox_hap2.tR
N

A
17−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

5

10

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
18−

M
etC

AT
chr6_cox_hap2.tR

N
A

18−
M

etC
AT

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
19−

LeuA
A

G
chr6_cox_hap2.tR

N
A

19−
LeuA

A
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

15

20

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
20−

G
lnC

T
G

chr6_cox_hap2.tR
N

A
20−

G
lnC

T
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

200

400

600

0

50

100

150

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
21−

LeuC
A

A
chr6_cox_hap2.tR

N
A

21−
LeuC

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
22−

A
laA

G
C

chr6_cox_hap2.tR
N

A
22−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0

1

2

3

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
23−

A
laA

G
C

chr6_cox_hap2.tR
N

A
23−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

1

2

3

4

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
24−

P
heG

A
A

chr6_cox_hap2.tR
N

A
24−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

1

2

3

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
25−

A
laT

G
C

chr6_cox_hap2.tR
N

A
25−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
26−

A
laA

G
C

chr6_cox_hap2.tR
N

A
26−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

2

4

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
27−

P
heG

A
A

chr6_cox_hap2.tR
N

A
27−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0.0

0.5

1.0

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
28−

A
laT

G
C

chr6_cox_hap2.tR
N

A
28−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
29−

A
laA

G
C

chr6_cox_hap2.tR
N

A
29−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

1

2

3

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
30−

P
heG

A
A

chr6_cox_hap2.tR
N

A
30−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

0.0

2.5

5.0

7.5

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
31−

A
laT

G
C

chr6_cox_hap2.tR
N

A
31−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
32−

P
seudoA

G
C

chr6_cox_hap2.tR
N

A
32−

P
seudoA

G
C

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
33−

P
heG

A
A

chr6_cox_hap2.tR
N

A
33−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
34−

A
laT

G
C

chr6_cox_hap2.tR
N

A
34−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

3

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
35−

A
rgC

C
G

chr6_cox_hap2.tR
N

A
35−

A
rgC

C
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

30

60

90

0

5

10

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
36−

A
laA

G
C

chr6_cox_hap2.tR
N

A
36−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
37−

P
seudoG

A
A

chr6_cox_hap2.tR
N

A
37−

P
seudoG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.4

0.8

1.2

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
38−

A
laC

G
C

chr6_cox_hap2.tR
N

A
38−

A
laC

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
39−

P
seudoT

T
T

chr6_cox_hap2.tR
N

A
39−

P
seudoT

T
T

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.3

0.6

0.9

1.2

0

2

4

6

8

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
40−

A
laC

G
C

chr6_cox_hap2.tR
N

A
40−

A
laC

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0.0

2.5

5.0

7.5

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
41−

A
laA

G
C

chr6_cox_hap2.tR
N

A
41−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

1

2

3

4

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
42−

T
hrC

G
T

chr6_cox_hap2.tR
N

A
42−

T
hrC

G
T

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
43−

P
seudoT

G
C

chr6_cox_hap2.tR
N

A
43−

P
seudoT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0

1

2

3

4

5

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
44−

S
erG

C
T

chr6_cox_hap2.tR
N

A
44−

S
erG

C
T

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

20

40

60

G
M

05372
G

M
12878

chr6_cox_hap2.tR
N

A
45−

A
rgT

C
G

chr6_cox_hap2.tR
N

A
45−

A
rgT

C
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0.0

0.5

1.0

1.5

2.0

2.5

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
1−

A
laC

G
C

chr6_dbb_hap3.tR
N

A
1−

A
laC

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

400

0

5

10

15

20

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
2−

LysT
T

T
chr6_dbb_hap3.tR

N
A

2−
LysT

T
T

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
3−

P
heG

A
A

chr6_dbb_hap3.tR
N

A
3−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

0

5

10

15

20

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
4−

G
luC

T
C

chr6_dbb_hap3.tR
N

A
4−

G
luC

T
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
5−

LeuA
A

G
chr6_dbb_hap3.tR

N
A

5−
LeuA

A
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
6−

P
heG

A
A

chr6_dbb_hap3.tR
N

A
6−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
7−

A
laA

G
C

chr6_dbb_hap3.tR
N

A
7−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
8−

A
laA

G
C

chr6_dbb_hap3.tR
N

A
8−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
9−

P
heG

A
A

chr6_dbb_hap3.tR
N

A
9−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

1

2

3

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
10−

A
laT

G
C

chr6_dbb_hap3.tR
N

A
10−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
11−

A
laA

G
C

chr6_dbb_hap3.tR
N

A
11−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

2

4

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
12−

P
heG

A
A

chr6_dbb_hap3.tR
N

A
12−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0.0

0.5

1.0

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
13−

A
laT

G
C

chr6_dbb_hap3.tR
N

A
13−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
14−

A
laA

G
C

chr6_dbb_hap3.tR
N

A
14−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

1

2

3

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
15−

P
heG

A
A

chr6_dbb_hap3.tR
N

A
15−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
16−

A
laT

G
C

chr6_dbb_hap3.tR
N

A
16−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
17−

P
seudoA

G
C

chr6_dbb_hap3.tR
N

A
17−

P
seudoA

G
C

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
18−

P
heG

A
A

chr6_dbb_hap3.tR
N

A
18−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
19−

A
laT

G
C

chr6_dbb_hap3.tR
N

A
19−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

3

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
20−

A
rgC

C
G

chr6_dbb_hap3.tR
N

A
20−

A
rgC

C
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

30

60

90

120

0.0

2.5

5.0

7.5

10.0

12.5

G
M

05372
G

M
12878

chr6_dbb_hap3.tR
N

A
21−

V
alA

A
C

chr6_dbb_hap3.tR
N

A
21−

V
alA

A
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0.0

0.5

1.0

1.5

2.0

2.5

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

1−
A

laC
G

C
chr6_m

ann_hap4.tR
N

A
1−

A
laC

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

400

0

5

10

15

20

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

2−
LysT

T
T

chr6_m
ann_hap4.tR

N
A

2−
LysT

T
T

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

3−
P

heG
A

A
chr6_m

ann_hap4.tR
N

A
3−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

200

400

600

0

50

100

150

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

4−
LeuC

A
A

chr6_m
ann_hap4.tR

N
A

4−
LeuC

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

3

6

9

0.0

2.5

5.0

7.5

10.0

12.5

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

5−
M

etC
AT

chr6_m
ann_hap4.tR

N
A

5−
M

etC
AT

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

6−
LysT

T
T

chr6_m
ann_hap4.tR

N
A

6−
LysT

T
T

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

0

5

10

15

20

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

7−
G

luC
T

C
chr6_m

ann_hap4.tR
N

A
7−

G
luC

T
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

8−
LeuA

A
G

chr6_m
ann_hap4.tR

N
A

8−
LeuA

A
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

9−
P

heG
A

A
chr6_m

ann_hap4.tR
N

A
9−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

5

10

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

10−
M

etC
AT

chr6_m
ann_hap4.tR

N
A

10−
M

etC
AT

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

11−
LeuA

A
G

chr6_m
ann_hap4.tR

N
A

11−
LeuA

A
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

15

20

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

12−
G

lnC
T

G
chr6_m

ann_hap4.tR
N

A
12−

G
lnC

T
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

13−
A

laA
G

C
chr6_m

ann_hap4.tR
N

A
13−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

14−
A

laA
G

C
chr6_m

ann_hap4.tR
N

A
14−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

15−
P

heG
A

A
chr6_m

ann_hap4.tR
N

A
15−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

16−
A

laT
G

C
chr6_m

ann_hap4.tR
N

A
16−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

17−
A

laA
G

C
chr6_m

ann_hap4.tR
N

A
17−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

2

4

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

18−
P

heG
A

A
chr6_m

ann_hap4.tR
N

A
18−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0.0

0.5

1.0

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

19−
A

laT
G

C
chr6_m

ann_hap4.tR
N

A
19−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

20−
A

laA
G

C
chr6_m

ann_hap4.tR
N

A
20−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

1

2

3

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

21−
P

heG
A

A
chr6_m

ann_hap4.tR
N

A
21−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

22−
A

laT
G

C
chr6_m

ann_hap4.tR
N

A
22−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

23−
P

seudoA
G

C
chr6_m

ann_hap4.tR
N

A
23−

P
seudoA

G
C

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

24−
P

heG
A

A
chr6_m

ann_hap4.tR
N

A
24−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

25−
A

laT
G

C
chr6_m

ann_hap4.tR
N

A
25−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

3

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

26−
A

rgC
C

G
chr6_m

ann_hap4.tR
N

A
26−

A
rgC

C
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

30

60

90

120

0.0

2.5

5.0

7.5

10.0

12.5

G
M

05372
G

M
12878

chr6_m
ann_hap4.tR

N
A

27−
V

alA
A

C
chr6_m

ann_hap4.tR
N

A
27−

V
alA

A
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0.0

0.5

1.0

1.5

2.0

2.5

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

1−
A

laC
G

C
chr6_m

cf_hap5.tR
N

A
1−

A
laC

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

400

0

5

10

15

20

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

2−
LysT

T
T

chr6_m
cf_hap5.tR

N
A

2−
LysT

T
T

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

3−
P

heG
A

A
chr6_m

cf_hap5.tR
N

A
3−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

4−
A

rgC
C

G
chr6_m

cf_hap5.tR
N

A
4−

A
rgC

C
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

200

400

600

0

50

100

150

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

5−
LeuC

A
A

chr6_m
cf_hap5.tR

N
A

5−
LeuC

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

3

6

9

0.0

2.5

5.0

7.5

10.0

12.5

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

6−
M

etC
AT

chr6_m
cf_hap5.tR

N
A

6−
M

etC
AT

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

7−
LysT

T
T

chr6_m
cf_hap5.tR

N
A

7−
LysT

T
T

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

5

10

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

8−
M

etC
AT

chr6_m
cf_hap5.tR

N
A

8−
M

etC
AT

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

9−
LeuA

A
G

chr6_m
cf_hap5.tR

N
A

9−
LeuA

A
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

15

20

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

10−
G

lnC
T

G
chr6_m

cf_hap5.tR
N

A
10−

G
lnC

T
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

200

400

600

0

50

100

150

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

11−
LeuC

A
A

chr6_m
cf_hap5.tR

N
A

11−
LeuC

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

12−
A

laA
G

C
chr6_m

cf_hap5.tR
N

A
12−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.5

1.0

1.5

2.0

2.5

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

13−
A

laA
G

C
chr6_m

cf_hap5.tR
N

A
13−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

80

0

1

2

3

4

5

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

14−
P

heG
A

A
chr6_m

cf_hap5.tR
N

A
14−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

15−
A

laT
G

C
chr6_m

cf_hap5.tR
N

A
15−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

16−
A

laA
G

C
chr6_m

cf_hap5.tR
N

A
16−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

2

4

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

17−
P

heG
A

A
chr6_m

cf_hap5.tR
N

A
17−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0.0

0.5

1.0

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

18−
A

laT
G

C
chr6_m

cf_hap5.tR
N

A
18−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

19−
A

laA
G

C
chr6_m

cf_hap5.tR
N

A
19−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

1

2

3

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

20−
P

heG
A

A
chr6_m

cf_hap5.tR
N

A
20−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

21−
A

laT
G

C
chr6_m

cf_hap5.tR
N

A
21−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

22−
P

seudoA
G

C
chr6_m

cf_hap5.tR
N

A
22−

P
seudoA

G
C

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

23−
P

heG
A

A
chr6_m

cf_hap5.tR
N

A
23−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

24−
A

laT
G

C
chr6_m

cf_hap5.tR
N

A
24−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

3

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

25−
A

rgC
C

G
chr6_m

cf_hap5.tR
N

A
25−

A
rgC

C
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

30

60

90

120

0.0

2.5

5.0

7.5

10.0

12.5

G
M

05372
G

M
12878

chr6_m
cf_hap5.tR

N
A

26−
V

alA
A

C
chr6_m

cf_hap5.tR
N

A
26−

V
alA

A
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0.0

0.5

1.0

1.5

2.0

2.5

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
1−

A
laC

G
C

chr6_qbl_hap6.tR
N

A
1−

A
laC

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

400

0

5

10

15

20

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
2−

LysT
T

T
chr6_qbl_hap6.tR

N
A

2−
LysT

T
T

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
3−

P
heG

A
A

chr6_qbl_hap6.tR
N

A
3−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
4−

A
rgC

C
G

chr6_qbl_hap6.tR
N

A
4−

A
rgC

C
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

200

400

600

0

50

100

150

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
5−

LeuC
A

A
chr6_qbl_hap6.tR

N
A

5−
LeuC

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
6−

M
etC

AT
chr6_qbl_hap6.tR

N
A

6−
M

etC
AT

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
7−

LysT
T

T
chr6_qbl_hap6.tR

N
A

7−
LysT

T
T

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

0

5

10

15

20

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
8−

G
luC

T
C

chr6_qbl_hap6.tR
N

A
8−

G
luC

T
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
9−

LeuA
A

G
chr6_qbl_hap6.tR

N
A

9−
LeuA

A
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
10−

P
heG

A
A

chr6_qbl_hap6.tR
N

A
10−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

5

10

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
11−

M
etC

AT
chr6_qbl_hap6.tR

N
A

11−
M

etC
AT

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
12−

LeuA
A

G
chr6_qbl_hap6.tR

N
A

12−
LeuA

A
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

15

20

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
13−

G
lnC

T
G

chr6_qbl_hap6.tR
N

A
13−

G
lnC

T
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

200

400

600

0

50

100

150

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
14−

LeuC
A

A
chr6_qbl_hap6.tR

N
A

14−
LeuC

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
15−

A
laA

G
C

chr6_qbl_hap6.tR
N

A
15−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
16−

A
laA

G
C

chr6_qbl_hap6.tR
N

A
16−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
17−

P
heG

A
A

chr6_qbl_hap6.tR
N

A
17−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
18−

A
laT

G
C

chr6_qbl_hap6.tR
N

A
18−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
19−

A
laA

G
C

chr6_qbl_hap6.tR
N

A
19−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

2

4

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
20−

P
heG

A
A

chr6_qbl_hap6.tR
N

A
20−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0.0

0.5

1.0

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
21−

A
laT

G
C

chr6_qbl_hap6.tR
N

A
21−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
22−

A
laA

G
C

chr6_qbl_hap6.tR
N

A
22−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

1

2

3

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
23−

P
heG

A
A

chr6_qbl_hap6.tR
N

A
23−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
24−

A
laT

G
C

chr6_qbl_hap6.tR
N

A
24−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
25−

P
seudoA

G
C

chr6_qbl_hap6.tR
N

A
25−

P
seudoA

G
C

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
26−

P
heG

A
A

chr6_qbl_hap6.tR
N

A
26−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
27−

A
laT

G
C

chr6_qbl_hap6.tR
N

A
27−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

3

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
28−

A
rgC

C
G

chr6_qbl_hap6.tR
N

A
28−

A
rgC

C
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

30

60

90

120

0.0

2.5

5.0

7.5

10.0

12.5

G
M

05372
G

M
12878

chr6_qbl_hap6.tR
N

A
29−

V
alA

A
C

chr6_qbl_hap6.tR
N

A
29−

V
alA

A
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
1−

A
laA

G
C

chr6_ssto_hap7.tR
N

A
1−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

25

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
2−

A
laA

G
C

chr6_ssto_hap7.tR
N

A
2−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
3−

T
hrA

G
T

chr6_ssto_hap7.tR
N

A
3−

T
hrA

G
T

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.5

1.0

1.5

2.0

2.5

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
4−

A
laC

G
C

chr6_ssto_hap7.tR
N

A
4−

A
laC

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

0

10

20

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
5−

LysT
T

T
chr6_ssto_hap7.tR

N
A

5−
LysT

T
T

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
6−

P
heG

A
A

chr6_ssto_hap7.tR
N

A
6−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
7−

A
rgC

C
G

chr6_ssto_hap7.tR
N

A
7−

A
rgC

C
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

200

400

600

0

50

100

150

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
8−

LeuC
A

A
chr6_ssto_hap7.tR

N
A

8−
LeuC

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

3

6

9

0.0

2.5

5.0

7.5

10.0

12.5

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
9−

M
etC

AT
chr6_ssto_hap7.tR

N
A

9−
M

etC
AT

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
10−

LysT
T

T
chr6_ssto_hap7.tR

N
A

10−
LysT

T
T

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

0

5

10

15

20

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
11−

G
luC

T
C

chr6_ssto_hap7.tR
N

A
11−

G
luC

T
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
12−

LeuA
A

G
chr6_ssto_hap7.tR

N
A

12−
LeuA

A
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
13−

P
heG

A
A

chr6_ssto_hap7.tR
N

A
13−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

5

10

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
14−

M
etC

AT
chr6_ssto_hap7.tR

N
A

14−
M

etC
AT

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
15−

LeuA
A

G
chr6_ssto_hap7.tR

N
A

15−
LeuA

A
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

15

20

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
16−

G
lnC

T
G

chr6_ssto_hap7.tR
N

A
16−

G
lnC

T
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

200

400

600

0

50

100

150

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
17−

LeuC
A

A
chr6_ssto_hap7.tR

N
A

17−
LeuC

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
18−

A
laA

G
C

chr6_ssto_hap7.tR
N

A
18−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.5

1.0

1.5

2.0

2.5

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
19−

A
laA

G
C

chr6_ssto_hap7.tR
N

A
19−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

80

0

1

2

3

4

5

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
20−

P
heG

A
A

chr6_ssto_hap7.tR
N

A
20−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

1

2

3

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
21−

A
laT

G
C

chr6_ssto_hap7.tR
N

A
21−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
22−

A
laA

G
C

chr6_ssto_hap7.tR
N

A
22−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

0

2

4

6

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
23−

P
heG

A
A

chr6_ssto_hap7.tR
N

A
23−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0.0

0.5

1.0

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
24−

A
laT

G
C

chr6_ssto_hap7.tR
N

A
24−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
25−

A
laA

G
C

chr6_ssto_hap7.tR
N

A
25−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

1

2

3

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
26−

P
heG

A
A

chr6_ssto_hap7.tR
N

A
26−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
27−

A
laT

G
C

chr6_ssto_hap7.tR
N

A
27−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
28−

P
seudoA

G
C

chr6_ssto_hap7.tR
N

A
28−

P
seudoA

G
C

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
29−

P
heG

A
A

chr6_ssto_hap7.tR
N

A
29−

P
heG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
30−

A
laT

G
C

chr6_ssto_hap7.tR
N

A
30−

A
laT

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
31−

A
rgC

C
G

chr6_ssto_hap7.tR
N

A
31−

A
rgC

C
G

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

125

0.0

2.5

5.0

7.5

10.0

12.5

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
32−

A
laA

G
C

chr6_ssto_hap7.tR
N

A
32−

A
laA

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
33−

P
seudoG

A
A

chr6_ssto_hap7.tR
N

A
33−

P
seudoG

A
A

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
34−

A
laC

G
C

chr6_ssto_hap7.tR
N

A
34−

A
laC

G
C

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

chr6_ssto_hap7.tR
N

A
35−

P
seudoT

T
T

chr6_ssto_hap7.tR
N

A
35−

P
seudoT

T
T

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

C
ys−

A
C

A
−

1−
1

C
ys−

A
C

A
−

1−
1

5' anti−
codon

A583' 5' anti−
codon

A583'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

1.25

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

C
ys−

G
C

A
−

1−
1

C
ys−

G
C

A
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

10

20

30

40

50

G
M

05372
G

M
12878

C
ys−

G
C

A
−

2−
1

C
ys−

G
C

A
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

0.0

2.5

5.0

7.5

G
M

05372
G

M
12878

C
ys−

G
C

A
−

2−
2

C
ys−

G
C

A
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

20

40

60

G
M

05372
G

M
12878

C
ys−

G
C

A
−

2−
3

C
ys−

G
C

A
−

2−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

30

60

90

120

0

20

40

60

G
M

05372
G

M
12878

C
ys−

G
C

A
−

2−
4

C
ys−

G
C

A
−

2−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

2.0

2.5

G
M

05372
G

M
12878

C
ys−

G
C

A
−

3−
1

C
ys−

G
C

A
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

5

10

15

20

G
M

05372
G

M
12878

C
ys−

G
C

A
−

4−
1

C
ys−

G
C

A
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0

1

2

G
M

05372
G

M
12878

C
ys−

G
C

A
−

5−
1

C
ys−

G
C

A
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

C
ys−

G
C

A
−

6−
1

C
ys−

G
C

A
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

2

4

G
M

05372
G

M
12878

C
ys−

G
C

A
−

7−
1

C
ys−

G
C

A
−

7−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

25

0

1

2

3

4

G
M

05372
G

M
12878

C
ys−

G
C

A
−

8−
1

C
ys−

G
C

A
−

8−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

C
ys−

G
C

A
−

9−
1

C
ys−

G
C

A
−

9−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

C
ys−

G
C

A
−

9−
2

C
ys−

G
C

A
−

9−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0

1

2

3

4

G
M

05372
G

M
12878

C
ys−

G
C

A
−

9−
3

C
ys−

G
C

A
−

9−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0.0

0.5

1.0

G
M

05372
G

M
12878

C
ys−

G
C

A
−

9−
4

C
ys−

G
C

A
−

9−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

0.5

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

C
ys−

G
C

A
−

10−
1

C
ys−

G
C

A
−

10−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

0.0

0.5

1.0

1.5

2.0

2.5

G
M

05372
G

M
12878

C
ys−

G
C

A
−

11−
1

C
ys−

G
C

A
−

11−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.4

0.8

1.2

G
M

05372
G

M
12878

C
ys−

G
C

A
−

12−
1

C
ys−

G
C

A
−

12−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

C
ys−

G
C

A
−

13−
1

C
ys−

G
C

A
−

13−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

0

2

4

6

G
M

05372
G

M
12878

C
ys−

G
C

A
−

14−
1

C
ys−

G
C

A
−

14−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

0.8

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

C
ys−

G
C

A
−

15−
1

C
ys−

G
C

A
−

15−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

C
ys−

G
C

A
−

16−
1

C
ys−

G
C

A
−

16−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

C
ys−

G
C

A
−

17−
1

C
ys−

G
C

A
−

17−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

C
ys−

G
C

A
−

18−
1

C
ys−

G
C

A
−

18−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

C
ys−

G
C

A
−

19−
1

C
ys−

G
C

A
−

19−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

C
ys−

G
C

A
−

20−
1

C
ys−

G
C

A
−

20−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

C
ys−

G
C

A
−

21−
1

C
ys−

G
C

A
−

21−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

C
ys−

G
C

A
−

22−
1

C
ys−

G
C

A
−

22−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

C
ys−

G
C

A
−

23−
1

C
ys−

G
C

A
−

23−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

C
ys−

G
C

A
−

24−
1

C
ys−

G
C

A
−

24−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

C
ys−

G
C

A
−

25−
1

C
ys−

G
C

A
−

25−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0.0

2.5

5.0

7.5

G
M

05372
G

M
12878

G
ln−

C
T

G
−

1−
1

G
ln−

C
T

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

10

20

30

G
M

05372
G

M
12878

G
ln−

C
T

G
−

1−
2

G
ln−

C
T

G
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

15

20

G
M

05372
G

M
12878

G
ln−

C
T

G
−

1−
3

G
ln−

C
T

G
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

150

0

50

100

150

G
M

05372
G

M
12878

G
ln−

C
T

G
−

1−
4

G
ln−

C
T

G
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

10

20

30

40

G
M

05372
G

M
12878

G
ln−

C
T

G
−

1−
5

G
ln−

C
T

G
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

20

40

60

G
M

05372
G

M
12878

G
ln−

C
T

G
−

2−
1

G
ln−

C
T

G
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

0.0

2.5

5.0

7.5

10.0

G
M

05372
G

M
12878

G
ln−

C
T

G
−

3−
1

G
ln−

C
T

G
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

0.0

2.5

5.0

7.5

10.0

G
M

05372
G

M
12878

G
ln−

C
T

G
−

3−
2

G
ln−

C
T

G
−

3−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

3

4

G
M

05372
G

M
12878

G
ln−

C
T

G
−

4−
1

G
ln−

C
T

G
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0

1

2

3

4

5

G
M

05372
G

M
12878

G
ln−

C
T

G
−

4−
2

G
ln−

C
T

G
−

4−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

5

10

G
M

05372
G

M
12878

G
ln−

C
T

G
−

5−
1

G
ln−

C
T

G
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0

1

2

3

G
M

05372
G

M
12878

G
ln−

C
T

G
−

6−
1

G
ln−

C
T

G
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.5

1.0

G
M

05372
G

M
12878

G
ln−

C
T

G
−

7−
1

G
ln−

C
T

G
−

7−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

3

4

5

G
M

05372
G

M
12878

G
ln−

C
T

G
−

8−
1

G
ln−

C
T

G
−

8−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

3

4

5

G
M

05372
G

M
12878

G
ln−

C
T

G
−

8−
2

G
ln−

C
T

G
−

8−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

0

10

20

30

40

50

G
M

05372
G

M
12878

G
ln−

C
T

G
−

9−
1

G
ln−

C
T

G
−

9−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.3

0.6

0.9

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

C
T

G
−

10−
1

G
ln−

C
T

G
−

10−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.3

0.6

0.9

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

G
ln−

C
T

G
−

11−
1

G
ln−

C
T

G
−

11−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

C
T

G
−

12−
1

G
ln−

C
T

G
−

12−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

C
T

G
−

13−
1

G
ln−

C
T

G
−

13−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

C
T

G
−

14−
1

G
ln−

C
T

G
−

14−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

G
ln−

C
T

G
−

15−
1

G
ln−

C
T

G
−

15−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

C
T

G
−

16−
1

G
ln−

C
T

G
−

16−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

C
T

G
−

17−
1

G
ln−

C
T

G
−

17−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

C
T

G
−

18−
1

G
ln−

C
T

G
−

18−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

0

30

60

90

G
M

05372
G

M
12878

G
ln−

T
T

G
−

1−
1

G
ln−

T
T

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

0

2

4

6

G
M

05372
G

M
12878

G
ln−

T
T

G
−

2−
1

G
ln−

T
T

G
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0

2

4

6

G
M

05372
G

M
12878

G
ln−

T
T

G
−

3−
1

G
ln−

T
T

G
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0.0

2.5

5.0

7.5

10.0

G
M

05372
G

M
12878

G
ln−

T
T

G
−

3−
2

G
ln−

T
T

G
−

3−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

0

10

20

G
M

05372
G

M
12878

G
ln−

T
T

G
−

3−
3

G
ln−

T
T

G
−

3−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

T
T

G
−

4−
1

G
ln−

T
T

G
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

T
T

G
−

5−
1

G
ln−

T
T

G
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

0.20

0.25

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

T
T

G
−

6−
1

G
ln−

T
T

G
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

T
T

G
−

7−
1

G
ln−

T
T

G
−

7−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

T
T

G
−

8−
1

G
ln−

T
T

G
−

8−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

T
T

G
−

9−
1

G
ln−

T
T

G
−

9−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ln−

T
T

G
−

10−
1

G
ln−

T
T

G
−

10−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0

2

4

6

8

G
M

05372
G

M
12878

G
lu−

C
T

C
−

1−
1

G
lu−

C
T

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

1

2

3

G
M

05372
G

M
12878

G
lu−

C
T

C
−

1−
2

G
lu−

C
T

C
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

1

2

3

G
M

05372
G

M
12878

G
lu−

C
T

C
−

1−
3

G
lu−

C
T

C
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

1

2

3

G
M

05372
G

M
12878

G
lu−

C
T

C
−

1−
4

G
lu−

C
T

C
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

1

2

3

G
M

05372
G

M
12878

G
lu−

C
T

C
−

1−
5

G
lu−

C
T

C
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

0

5

10

15

20

G
M

05372
G

M
12878

G
lu−

C
T

C
−

1−
6

G
lu−

C
T

C
−

1−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

0

5

10

15

20

G
M

05372
G

M
12878

G
lu−

C
T

C
−

1−
7

G
lu−

C
T

C
−

1−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0

2

4

6

G
M

05372
G

M
12878

G
lu−

C
T

C
−

2−
1

G
lu−

C
T

C
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.0

0.2

0.4

0.6

0.8

G
M

05372
G

M
12878

G
lu−

C
T

C
−

3−
1

G
lu−

C
T

C
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

4−
1

G
lu−

C
T

C
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

5−
1

G
lu−

C
T

C
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

6−
1

G
lu−

C
T

C
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

7−
1

G
lu−

C
T

C
−

7−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

8−
1

G
lu−

C
T

C
−

8−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

0.5

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

9−
1

G
lu−

C
T

C
−

9−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

10−
1

G
lu−

C
T

C
−

10−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

11−
1

G
lu−

C
T

C
−

11−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

12−
1

G
lu−

C
T

C
−

12−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

G
lu−

C
T

C
−

13−
1

G
lu−

C
T

C
−

13−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

14−
1

G
lu−

C
T

C
−

14−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

15−
1

G
lu−

C
T

C
−

15−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

16−
1

G
lu−

C
T

C
−

16−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

17−
1

G
lu−

C
T

C
−

17−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

C
T

C
−

18−
1

G
lu−

C
T

C
−

18−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0

10

20

30

G
M

05372
G

M
12878

G
lu−

T
T

C
−

1−
1

G
lu−

T
T

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

0

5

10

15

G
M

05372
G

M
12878

G
lu−

T
T

C
−

1−
2

G
lu−

T
T

C
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

10

20

30

40

G
M

05372
G

M
12878

G
lu−

T
T

C
−

2−
1

G
lu−

T
T

C
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

50

0

5

10

15

20

G
M

05372
G

M
12878

G
lu−

T
T

C
−

2−
2

G
lu−

T
T

C
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

G
lu−

T
T

C
−

3−
1

G
lu−

T
T

C
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

G
lu−

T
T

C
−

4−
1

G
lu−

T
T

C
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.5

1.0

1.5

2.0

2.5

G
M

05372
G

M
12878

G
lu−

T
T

C
−

4−
2

G
lu−

T
T

C
−

4−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

0

5

10

15

20

G
M

05372
G

M
12878

G
lu−

T
T

C
−

5−
1

G
lu−

T
T

C
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

G
lu−

T
T

C
−

6−
1

G
lu−

T
T

C
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

T
T

C
−

7−
1

G
lu−

T
T

C
−

7−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

T
T

C
−

8−
1

G
lu−

T
T

C
−

8−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

T
T

C
−

9−
1

G
lu−

T
T

C
−

9−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

T
T

C
−

10−
1

G
lu−

T
T

C
−

10−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

T
T

C
−

11−
1

G
lu−

T
T

C
−

11−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

T
T

C
−

12−
1

G
lu−

T
T

C
−

12−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

0.5

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

T
T

C
−

13−
1

G
lu−

T
T

C
−

13−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

T
T

C
−

14−
1

G
lu−

T
T

C
−

14−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

T
T

C
−

15−
1

G
lu−

T
T

C
−

15−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
lu−

T
T

C
−

16−
1

G
lu−

T
T

C
−

16−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

5

10

15

G
M

05372
G

M
12878

G
ly−

C
C

C
−

1−
1

G
ly−

C
C

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

5

10

15

20

G
M

05372
G

M
12878

G
ly−

C
C

C
−

1−
2

G
ly−

C
C

C
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0.0

2.5

5.0

7.5

10.0

G
M

05372
G

M
12878

G
ly−

C
C

C
−

2−
1

G
ly−

C
C

C
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

10

20

30

40

G
M

05372
G

M
12878

G
ly−

C
C

C
−

2−
2

G
ly−

C
C

C
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

G
ly−

C
C

C
−

3−
1

G
ly−

C
C

C
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

0

5

10

15

G
M

05372
G

M
12878

G
ly−

C
C

C
−

4−
1

G
ly−

C
C

C
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

0

1

2

3

G
M

05372
G

M
12878

G
ly−

C
C

C
−

5−
1

G
ly−

C
C

C
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

30

60

90

120

G
M

05372
G

M
12878

G
ly−

C
C

C
−

6−
1

G
ly−

C
C

C
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ly−

C
C

C
−

7−
1

G
ly−

C
C

C
−

7−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ly−

C
C

C
−

8−
1

G
ly−

C
C

C
−

8−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

5

10

15

G
M

05372
G

M
12878

G
ly−

G
C

C
−

1−
1

G
ly−

G
C

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

5

10

15

G
M

05372
G

M
12878

G
ly−

G
C

C
−

1−
2

G
ly−

G
C

C
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

5

10

15

G
M

05372
G

M
12878

G
ly−

G
C

C
−

1−
3

G
ly−

G
C

C
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

5

10

15

G
M

05372
G

M
12878

G
ly−

G
C

C
−

1−
4

G
ly−

G
C

C
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

0

2

4

6

G
M

05372
G

M
12878

G
ly−

G
C

C
−

1−
5

G
ly−

G
C

C
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

0

10

20

G
M

05372
G

M
12878

G
ly−

G
C

C
−

2−
1

G
ly−

G
C

C
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

5

10

15

20

G
M

05372
G

M
12878

G
ly−

G
C

C
−

2−
2

G
ly−

G
C

C
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

150

0

100

200

G
M

05372
G

M
12878

G
ly−

G
C

C
−

2−
3

G
ly−

G
C

C
−

2−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

2.5

0.0

0.4

0.8

1.2

G
M

05372
G

M
12878

G
ly−

G
C

C
−

2−
4

G
ly−

G
C

C
−

2−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

0.0

0.4

0.8

1.2

G
M

05372
G

M
12878

G
ly−

G
C

C
−

2−
5

G
ly−

G
C

C
−

2−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0

3

6

9

G
M

05372
G

M
12878

G
ly−

G
C

C
−

2−
6

G
ly−

G
C

C
−

2−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

G
ly−

G
C

C
−

3−
1

G
ly−

G
C

C
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

0

1

2

3

G
M

05372
G

M
12878

G
ly−

G
C

C
−

4−
1

G
ly−

G
C

C
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

G
ly−

G
C

C
−

5−
1

G
ly−

G
C

C
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ly−

G
C

C
−

6−
1

G
ly−

G
C

C
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

5

10

15

G
M

05372
G

M
12878

G
ly−

T
C

C
−

1−
1

G
ly−

T
C

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

2.5

0

1

2

3

4

G
M

05372
G

M
12878

G
ly−

T
C

C
−

2−
1

G
ly−

T
C

C
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

150

200

0

1

2

3

G
M

05372
G

M
12878

G
ly−

T
C

C
−

2−
2

G
ly−

T
C

C
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

150

200

0

1

2

3

G
M

05372
G

M
12878

G
ly−

T
C

C
−

2−
3

G
ly−

T
C

C
−

2−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

150

200

0

1

2

3

G
M

05372
G

M
12878

G
ly−

T
C

C
−

2−
4

G
ly−

T
C

C
−

2−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

150

200

0

1

2

3

G
M

05372
G

M
12878

G
ly−

T
C

C
−

2−
5

G
ly−

T
C

C
−

2−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

G
ly−

T
C

C
−

2−
6

G
ly−

T
C

C
−

2−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0

2

4

6

G
M

05372
G

M
12878

G
ly−

T
C

C
−

3−
1

G
ly−

T
C

C
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

G
ly−

T
C

C
−

4−
1

G
ly−

T
C

C
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ly−

T
C

C
−

5−
1

G
ly−

T
C

C
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

G
ly−

T
C

C
−

6−
1

G
ly−

T
C

C
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

2

4

G
M

05372
G

M
12878

H
is−

G
T

G
−

1−
1

H
is−

G
T

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

H
is−

G
T

G
−

1−
2

H
is−

G
T

G
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

5

10

15

20

G
M

05372
G

M
12878

H
is−

G
T

G
−

1−
3

H
is−

G
T

G
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

5

10

15

20

G
M

05372
G

M
12878

H
is−

G
T

G
−

1−
4

H
is−

G
T

G
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

0

5

10

15

G
M

05372
G

M
12878

H
is−

G
T

G
−

1−
5

H
is−

G
T

G
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

5

10

15

G
M

05372
G

M
12878

H
is−

G
T

G
−

1−
6

H
is−

G
T

G
−

1−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

50

0

20

40

G
M

05372
G

M
12878

H
is−

G
T

G
−

1−
7

H
is−

G
T

G
−

1−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

0

5

10

15

G
M

05372
G

M
12878

H
is−

G
T

G
−

1−
8

H
is−

G
T

G
−

1−
8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

0

5

10

15

20

G
M

05372
G

M
12878

H
is−

G
T

G
−

1−
9

H
is−

G
T

G
−

1−
9

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

0.20

0.25

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

H
is−

G
T

G
−

2−
1

H
is−

G
T

G
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

H
is−

G
T

G
−

3−
1

H
is−

G
T

G
−

3−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

12.5

0

1

2

3

G
M

05372
G

M
12878

Ile−
A

AT
−

1−
1

Ile−
A

AT
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

20

40

60

G
M

05372
G

M
12878

Ile−
A

AT
−

2−
1

Ile−
A

AT
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

0.0

0.4

0.8

1.2

G
M

05372
G

M
12878

Ile−
A

AT
−

3−
1

Ile−
A

AT
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0

1

2

3

4

5

G
M

05372
G

M
12878

Ile−
A

AT
−

4−
1

Ile−
A

AT
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

20

40

60

G
M

05372
G

M
12878

Ile−
A

AT
−

5−
1

Ile−
A

AT
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

25

50

75

0

10

20

G
M

05372
G

M
12878

Ile−
A

AT
−

5−
2

Ile−
A

AT
−

5−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

50

0

1

2

3

4

5

G
M

05372
G

M
12878

Ile−
A

AT
−

5−
3

Ile−
A

AT
−

5−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

5

10

15

20

25

G
M

05372
G

M
12878

Ile−
A

AT
−

5−
4

Ile−
A

AT
−

5−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

10

20

30

40

50

G
M

05372
G

M
12878

Ile−
A

AT
−

5−
5

Ile−
A

AT
−

5−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

Ile−
A

AT
−

6−
1

Ile−
A

AT
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

1

2

3

4

G
M

05372
G

M
12878

Ile−
A

AT
−

7−
1

Ile−
A

AT
−

7−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

1

2

3

4

G
M

05372
G

M
12878

Ile−
A

AT
−

7−
2

Ile−
A

AT
−

7−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

5

10

15

G
M

05372
G

M
12878

Ile−
A

AT
−

8−
1

Ile−
A

AT
−

8−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Ile−
A

AT
−

9−
1

Ile−
A

AT
−

9−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Ile−
A

AT
−

10−
1

Ile−
A

AT
−

10−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Ile−
A

AT
−

11−
1

Ile−
A

AT
−

11−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Ile−
A

AT
−

12−
1

Ile−
A

AT
−

12−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

Ile−
G

AT
−

1−
1

Ile−
G

AT
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

Ile−
G

AT
−

1−
2

Ile−
G

AT
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

Ile−
G

AT
−

1−
3

Ile−
G

AT
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

0

2

4

6

G
M

05372
G

M
12878

Ile−
TAT

−
1−

1
Ile−

TAT
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0

1

2

3

G
M

05372
G

M
12878

Ile−
TAT

−
2−

1
Ile−

TAT
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

Ile−
TAT

−
2−

2
Ile−

TAT
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

3

4

G
M

05372
G

M
12878

Ile−
TAT

−
2−

3
Ile−

TAT
−

2−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

2.5

0

2

4

G
M

05372
G

M
12878

Ile−
TAT

−
3−

1
Ile−

TAT
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

15

20

25

G
M

05372
G

M
12878

iM
et−

C
AT

−
1−

1
iM

et−
C

AT
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

2

4

6

8

G
M

05372
G

M
12878

iM
et−

C
AT

−
1−

2
iM

et−
C

AT
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

iM
et−

C
AT

−
1−

3
iM

et−
C

AT
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

0.0

2.5

5.0

7.5

10.0

G
M

05372
G

M
12878

iM
et−

C
AT

−
1−

4
iM

et−
C

AT
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

1

2

3

4

G
M

05372
G

M
12878

iM
et−

C
AT

−
1−

5
iM

et−
C

AT
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

5

10

G
M

05372
G

M
12878

iM
et−

C
AT

−
1−

6
iM

et−
C

AT
−

1−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0

2

4

6

G
M

05372
G

M
12878

iM
et−

C
AT

−
1−

7
iM

et−
C

AT
−

1−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

10

20

G
M

05372
G

M
12878

iM
et−

C
AT

−
1−

8
iM

et−
C

AT
−

1−
8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

1

2

3

4

5

G
M

05372
G

M
12878

iM
et−

C
AT

−
2−

1
iM

et−
C

AT
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

iM
et−

C
AT

−
3−

1
iM

et−
C

AT
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

1

2

3

4

5

G
M

05372
G

M
12878

Leu−
A

A
G

−
1−

1
Leu−

A
A

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

1

2

3

4

5

G
M

05372
G

M
12878

Leu−
A

A
G

−
1−

2
Leu−

A
A

G
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

Leu−
A

A
G

−
1−

3
Leu−

A
A

G
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.5

1.0

1.5

2.0

2.5

G
M

05372
G

M
12878

Leu−
A

A
G

−
2−

1
Leu−

A
A

G
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.00

0.25

0.50

0.75

G
M

05372
G

M
12878

Leu−
A

A
G

−
2−

2
Leu−

A
A

G
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0

2

4

6

G
M

05372
G

M
12878

Leu−
A

A
G

−
2−

3
Leu−

A
A

G
−

2−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

3

6

9

12

0

5

10

15

G
M

05372
G

M
12878

Leu−
A

A
G

−
2−

4
Leu−

A
A

G
−

2−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

G
M

05372
G

M
12878

Leu−
A

A
G

−
3−

1
Leu−

A
A

G
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Leu−
A

A
G

−
4−

1
Leu−

A
A

G
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

0.20

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Leu−
A

A
G

−
5−

1
Leu−

A
A

G
−

5−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Leu−
A

A
G

−
6−

1
Leu−

A
A

G
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Leu−
A

A
G

−
7−

1
Leu−

A
A

G
−

7−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Leu−
A

A
G

−
8−

1
Leu−

A
A

G
−

8−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

200

400

600

0

50

100

150

G
M

05372
G

M
12878

Leu−
C

A
A

−
1−

1
Leu−

C
A

A
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

200

400

600

0

50

100

150

G
M

05372
G

M
12878

Leu−
C

A
A

−
1−

2
Leu−

C
A

A
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

0

5

10

15

20

G
M

05372
G

M
12878

Leu−
C

A
A

−
2−

1
Leu−

C
A

A
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

3

6

9

G
M

05372
G

M
12878

Leu−
C

A
A

−
3−

1
Leu−

C
A

A
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

500

1000

1500

2000

2500

0

1000

2000

3000

G
M

05372
G

M
12878

Leu−
C

A
A

−
4−

1
Leu−

C
A

A
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Leu−
C

A
A

−
5−

1
Leu−

C
A

A
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0

5

10

G
M

05372
G

M
12878

Leu−
C

A
A

−
6−

1
Leu−

C
A

A
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Leu−
C

A
A

−
7−

1
Leu−

C
A

A
−

7−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

Leu−
C

A
G

−
1−

1
Leu−

C
A

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

Leu−
C

A
G

−
1−

2
Leu−

C
A

G
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

Leu−
C

A
G

−
1−

3
Leu−

C
A

G
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

Leu−
C

A
G

−
1−

4
Leu−

C
A

G
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

Leu−
C

A
G

−
1−

5
Leu−

C
A

G
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

12.5

0

2

4

6

8

G
M

05372
G

M
12878

Leu−
C

A
G

−
1−

6
Leu−

C
A

G
−

1−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

0

5

10

15

20

G
M

05372
G

M
12878

Leu−
C

A
G

−
1−

7
Leu−

C
A

G
−

1−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

0

20

40

60

80

G
M

05372
G

M
12878

Leu−
C

A
G

−
2−

1
Leu−

C
A

G
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

400

0

50

100

150

200

250

G
M

05372
G

M
12878

Leu−
C

A
G

−
2−

2
Leu−

C
A

G
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Leu−
C

A
G

−
3−

1
Leu−

C
A

G
−

3−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

8

0

5

10

G
M

05372
G

M
12878

Leu−
TA

A
−

1−
1

Leu−
TA

A
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

Leu−
TA

A
−

2−
1

Leu−
TA

A
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

0.0

0.5

1.0

G
M

05372
G

M
12878

Leu−
TA

A
−

3−
1

Leu−
TA

A
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0

1

2

3

4

G
M

05372
G

M
12878

Leu−
TA

A
−

4−
1

Leu−
TA

A
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Leu−
TA

A
−

5−
1

Leu−
TA

A
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

0

25

50

75

G
M

05372
G

M
12878

Leu−
TA

G
−

1−
1

Leu−
TA

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0

2

4

6

G
M

05372
G

M
12878

Leu−
TA

G
−

2−
1

Leu−
TA

G
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

5

10

15

20

G
M

05372
G

M
12878

Leu−
TA

G
−

3−
1

Leu−
TA

G
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Leu−
TA

G
−

4−
1

Leu−
TA

G
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

0

200

400

G
M

05372
G

M
12878

Lys−
C

T
T

−
1−

1
Lys−

C
T

T
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

0

5

10

15

20

G
M

05372
G

M
12878

Lys−
C

T
T

−
1−

2
Lys−

C
T

T
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

150

200

250

0

50

100

150

G
M

05372
G

M
12878

Lys−
C

T
T

−
2−

1
Lys−

C
T

T
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

10

20

30

G
M

05372
G

M
12878

Lys−
C

T
T

−
2−

2
Lys−

C
T

T
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

10

20

30

G
M

05372
G

M
12878

Lys−
C

T
T

−
2−

3
Lys−

C
T

T
−

2−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

0

20

40

G
M

05372
G

M
12878

Lys−
C

T
T

−
2−

4
Lys−

C
T

T
−

2−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

5

10

15

G
M

05372
G

M
12878

Lys−
C

T
T

−
2−

5
Lys−

C
T

T
−

2−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

30

60

90

0

10

20

30

40

G
M

05372
G

M
12878

Lys−
C

T
T

−
3−

1
Lys−

C
T

T
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0

2

4

6

G
M

05372
G

M
12878

Lys−
C

T
T

−
4−

1
Lys−

C
T

T
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

0

2

4

6

G
M

05372
G

M
12878

Lys−
C

T
T

−
5−

1
Lys−

C
T

T
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Lys−
C

T
T

−
6−

1
Lys−

C
T

T
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Lys−
C

T
T

−
7−

1
Lys−

C
T

T
−

7−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

Lys−
C

T
T

−
8−

1
Lys−

C
T

T
−

8−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Lys−
C

T
T

−
9−

1
Lys−

C
T

T
−

9−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

10

20

30

40

G
M

05372
G

M
12878

Lys−
C

T
T

−
10−

1
Lys−

C
T

T
−

10−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Lys−
C

T
T

−
11−

1
Lys−

C
T

T
−

11−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Lys−
C

T
T

−
12−

1
Lys−

C
T

T
−

12−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

3

6

9

12

0

2

4

6

G
M

05372
G

M
12878

Lys−
C

T
T

−
13−

1
Lys−

C
T

T
−

13−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

Lys−
C

T
T

−
14−

1
Lys−

C
T

T
−

14−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Lys−
C

T
T

−
15−

1
Lys−

C
T

T
−

15−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Lys−
C

T
T

−
16−

1
Lys−

C
T

T
−

16−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

Lys−
T

T
T

−
1−

1
Lys−

T
T

T
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0.0

0.5

1.0

G
M

05372
G

M
12878

Lys−
T

T
T

−
2−

1
Lys−

T
T

T
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

400

500

0

100

200

300

G
M

05372
G

M
12878

Lys−
T

T
T

−
3−

1
Lys−

T
T

T
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

400

0

50

100

150

G
M

05372
G

M
12878

Lys−
T

T
T

−
3−

2
Lys−

T
T

T
−

3−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

0

50

100

G
M

05372
G

M
12878

Lys−
T

T
T

−
3−

3
Lys−

T
T

T
−

3−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

400

0

100

200

300

G
M

05372
G

M
12878

Lys−
T

T
T

−
3−

4
Lys−

T
T

T
−

3−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

0

100

200

G
M

05372
G

M
12878

Lys−
T

T
T

−
3−

5
Lys−

T
T

T
−

3−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

150

0

20

40

60

G
M

05372
G

M
12878

Lys−
T

T
T

−
4−

1
Lys−

T
T

T
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

10

20

30

G
M

05372
G

M
12878

Lys−
T

T
T

−
5−

1
Lys−

T
T

T
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

25

50

75

0

2

4

6

G
M

05372
G

M
12878

Lys−
T

T
T

−
6−

1
Lys−

T
T

T
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

100

200

300

400

0

5

10

15

20

G
M

05372
G

M
12878

Lys−
T

T
T

−
7−

1
Lys−

T
T

T
−

7−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

Lys−
T

T
T

−
8−

1
Lys−

T
T

T
−

8−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

2

4

6

G
M

05372
G

M
12878

Lys−
T

T
T

−
9−

1
Lys−

T
T

T
−

9−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

Lys−
T

T
T

−
10−

1
Lys−

T
T

T
−

10−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Lys−
T

T
T

−
11−

1
Lys−

T
T

T
−

11−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

Lys−
T

T
T

−
12−

1
Lys−

T
T

T
−

12−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Lys−
T

T
T

−
13−

1
Lys−

T
T

T
−

13−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

0.5

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

Lys−
T

T
T

−
14−

1
Lys−

T
T

T
−

14−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Lys−
T

T
T

−
15−

1
Lys−

T
T

T
−

15−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Lys−
T

T
T

−
16−

1
Lys−

T
T

T
−

16−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Lys−
T

T
T

−
17−

1
Lys−

T
T

T
−

17−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

150

200

0

50

100

150

G
M

05372
G

M
12878

M
et−

C
AT

−
1−

1
M

et−
C

AT
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

2.5

5.0

7.5

G
M

05372
G

M
12878

M
et−

C
AT

−
2−

1
M

et−
C

AT
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

3

6

9

0.0

2.5

5.0

7.5

10.0

12.5

G
M

05372
G

M
12878

M
et−

C
AT

−
3−

1
M

et−
C

AT
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

5

10

G
M

05372
G

M
12878

M
et−

C
AT

−
3−

2
M

et−
C

AT
−

3−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

G
M

05372
G

M
12878

M
et−

C
AT

−
4−

1
M

et−
C

AT
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

G
M

05372
G

M
12878

M
et−

C
AT

−
4−

2
M

et−
C

AT
−

4−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

G
M

05372
G

M
12878

M
et−

C
AT

−
4−

3
M

et−
C

AT
−

4−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

0.20

0.25

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

M
et−

C
AT

−
5−

1
M

et−
C

AT
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

0

10

20

G
M

05372
G

M
12878

M
et−

C
AT

−
6−

1
M

et−
C

AT
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

M
et−

C
AT

−
7−

1
M

et−
C

AT
−

7−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

C
T

G
−

1−
1

nm
t−

G
ln−

C
T

G
−

1−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

1−
1

nm
t−

G
ln−

T
T

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

2−
1

nm
t−

G
ln−

T
T

G
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

3−
1

nm
t−

G
ln−

T
T

G
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

4−
1

nm
t−

G
ln−

T
T

G
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

5−
1

nm
t−

G
ln−

T
T

G
−

5−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

6−
1

nm
t−

G
ln−

T
T

G
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

7−
1

nm
t−

G
ln−

T
T

G
−

7−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

8−
1

nm
t−

G
ln−

T
T

G
−

8−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

9−
1

nm
t−

G
ln−

T
T

G
−

9−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

10−
1

nm
t−

G
ln−

T
T

G
−

10−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

11−
1

nm
t−

G
ln−

T
T

G
−

11−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

12−
1

nm
t−

G
ln−

T
T

G
−

12−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

13−
1

nm
t−

G
ln−

T
T

G
−

13−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

14−
1

nm
t−

G
ln−

T
T

G
−

14−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

G
ln−

T
T

G
−

15−
1

nm
t−

G
ln−

T
T

G
−

15−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

0.20

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

nm
t−

Leu−
TA

A
−

1−
1

nm
t−

Leu−
TA

A
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

Leu−
TA

A
−

2−
1

nm
t−

Leu−
TA

A
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

0.0

0.2

0.4

0.6

0.8

G
M

05372
G

M
12878

nm
t−

Leu−
TA

A
−

3−
1

nm
t−

Leu−
TA

A
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

0.0

0.2

0.4

0.6

0.8

G
M

05372
G

M
12878

nm
t−

Leu−
TA

A
−

4−
1

nm
t−

Leu−
TA

A
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

0.0

0.2

0.4

0.6

0.8

G
M

05372
G

M
12878

nm
t−

Leu−
TA

A
−

5−
1

nm
t−

Leu−
TA

A
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

0.20

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

nm
t−

Leu−
TA

A
−

6−
1

nm
t−

Leu−
TA

A
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

P
ro−

T
G

G
−

1−
1

nm
t−

P
ro−

T
G

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

S
er−

T
G

A
−

1−
1

nm
t−

S
er−

T
G

A
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

S
er−

T
G

A
−

2−
1

nm
t−

S
er−

T
G

A
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

S
er−

T
G

A
−

3−
1

nm
t−

S
er−

T
G

A
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

nm
t−

V
al−

TA
C

−
1−

1
nm

t−
V

al−
TA

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

1

2

3

G
M

05372
G

M
12878

P
he−

G
A

A
−

1−
1

P
he−

G
A

A
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

P
he−

G
A

A
−

1−
2

P
he−

G
A

A
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

10

20

30

G
M

05372
G

M
12878

P
he−

G
A

A
−

1−
3

P
he−

G
A

A
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

10

20

30

G
M

05372
G

M
12878

P
he−

G
A

A
−

1−
4

P
he−

G
A

A
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0.0

2.5

5.0

7.5

10.0

12.5

G
M

05372
G

M
12878

P
he−

G
A

A
−

1−
5

P
he−

G
A

A
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0

1

2

3

G
M

05372
G

M
12878

P
he−

G
A

A
−

1−
6

P
he−

G
A

A
−

1−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

15

20

G
M

05372
G

M
12878

P
he−

G
A

A
−

2−
1

P
he−

G
A

A
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

2

4

G
M

05372
G

M
12878

P
he−

G
A

A
−

3−
1

P
he−

G
A

A
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

P
he−

G
A

A
−

4−
1

P
he−

G
A

A
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

P
he−

G
A

A
−

5−
1

P
he−

G
A

A
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

P
he−

G
A

A
−

6−
1

P
he−

G
A

A
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

P
he−

G
A

A
−

7−
1

P
he−

G
A

A
−

7−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

0.20

0.25

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

P
he−

G
A

A
−

8−
1

P
he−

G
A

A
−

8−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

P
he−

G
A

A
−

9−
1

P
he−

G
A

A
−

9−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

P
he−

G
A

A
−

10−
1

P
he−

G
A

A
−

10−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

P
he−

G
A

A
−

11−
1

P
he−

G
A

A
−

11−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

P
he−

G
A

A
−

12−
1

P
he−

G
A

A
−

12−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

0

10

20

30

G
M

05372
G

M
12878

P
ro−

A
G

G
−

1−
1

P
ro−

A
G

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

5

10

15

G
M

05372
G

M
12878

P
ro−

A
G

G
−

2−
1

P
ro−

A
G

G
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

2

4

6

G
M

05372
G

M
12878

P
ro−

A
G

G
−

2−
2

P
ro−

A
G

G
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

25

0

2

4

6

8

G
M

05372
G

M
12878

P
ro−

A
G

G
−

2−
3

P
ro−

A
G

G
−

2−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

0

5

10

15

G
M

05372
G

M
12878

P
ro−

A
G

G
−

2−
4

P
ro−

A
G

G
−

2−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

0

5

10

15

20

G
M

05372
G

M
12878

P
ro−

A
G

G
−

2−
5

P
ro−

A
G

G
−

2−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

5

10

15

G
M

05372
G

M
12878

P
ro−

A
G

G
−

2−
6

P
ro−

A
G

G
−

2−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

2

4

6

G
M

05372
G

M
12878

P
ro−

A
G

G
−

2−
7

P
ro−

A
G

G
−

2−
7

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

2

4

6

G
M

05372
G

M
12878

P
ro−

A
G

G
−

2−
8

P
ro−

A
G

G
−

2−
8

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

P
ro−

A
G

G
−

3−
1

P
ro−

A
G

G
−

3−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

P
ro−

A
G

G
−

4−
1

P
ro−

A
G

G
−

4−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

P
ro−

A
G

G
−

5−
1

P
ro−

A
G

G
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

P
ro−

A
G

G
−

6−
1

P
ro−

A
G

G
−

6−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0.0

2.5

5.0

7.5

10.0

G
M

05372
G

M
12878

P
ro−

C
G

G
−

1−
1

P
ro−

C
G

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

3

6

9

0.0

2.5

5.0

7.5

G
M

05372
G

M
12878

P
ro−

C
G

G
−

1−
2

P
ro−

C
G

G
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0.0

2.5

5.0

7.5

10.0

G
M

05372
G

M
12878

P
ro−

C
G

G
−

1−
3

P
ro−

C
G

G
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

0.0

2.5

5.0

7.5

G
M

05372
G

M
12878

P
ro−

C
G

G
−

2−
1

P
ro−

C
G

G
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

P
ro−

G
G

G
−

1−
1

P
ro−

G
G

G
−

1−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

50

0

10

20

30

G
M

05372
G

M
12878

P
ro−

T
G

G
−

1−
1

P
ro−

T
G

G
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

10

20

30

40

G
M

05372
G

M
12878

P
ro−

T
G

G
−

2−
1

P
ro−

T
G

G
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

0

5

10

15

G
M

05372
G

M
12878

P
ro−

T
G

G
−

3−
1

P
ro−

T
G

G
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

125

0

40

80

120

G
M

05372
G

M
12878

P
ro−

T
G

G
−

3−
2

P
ro−

T
G

G
−

3−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

15

20

25

G
M

05372
G

M
12878

P
ro−

T
G

G
−

3−
3

P
ro−

T
G

G
−

3−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

10

20

30

40

G
M

05372
G

M
12878

P
ro−

T
G

G
−

3−
4

P
ro−

T
G

G
−

3−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

10

20

30

40

G
M

05372
G

M
12878

P
ro−

T
G

G
−

3−
5

P
ro−

T
G

G
−

3−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

P
ro−

T
G

G
−

4−
1

P
ro−

T
G

G
−

4−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

P
ro−

T
G

G
−

5−
1

P
ro−

T
G

G
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

25

50

75

100

0

30

60

90

120

G
M

05372
G

M
12878

S
eC

−
T

C
A

−
1−

1
S

eC
−

T
C

A
−

1−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

S
eC

−
T

C
A

−
2−

1
S

eC
−

T
C

A
−

2−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

S
eC

−
T

C
A

−
3−

1
S

eC
−

T
C

A
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

0

2

4

6

8

G
M

05372
G

M
12878

S
er−

A
C

T
−

1−
1

S
er−

A
C

T
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

S
er−

A
G

A
−

1−
1

S
er−

A
G

A
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

0.0

2.5

5.0

7.5

G
M

05372
G

M
12878

S
er−

A
G

A
−

2−
1

S
er−

A
G

A
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0

2

4

6

G
M

05372
G

M
12878

S
er−

A
G

A
−

2−
2

S
er−

A
G

A
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0

1

2

3

G
M

05372
G

M
12878

S
er−

A
G

A
−

2−
3

S
er−

A
G

A
−

2−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

2.0

2.5

G
M

05372
G

M
12878

S
er−

A
G

A
−

2−
4

S
er−

A
G

A
−

2−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

3

6

9

0.0

2.5

5.0

7.5

10.0

12.5

G
M

05372
G

M
12878

S
er−

A
G

A
−

2−
5

S
er−

A
G

A
−

2−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0

1

2

3

4

5

G
M

05372
G

M
12878

S
er−

A
G

A
−

2−
6

S
er−

A
G

A
−

2−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

0.8

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

S
er−

A
G

A
−

3−
1

S
er−

A
G

A
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

8

0

1

2

3

4

G
M

05372
G

M
12878

S
er−

A
G

A
−

4−
1

S
er−

A
G

A
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

80

0

10

20

30

G
M

05372
G

M
12878

S
er−

A
G

A
−

5−
1

S
er−

A
G

A
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

S
er−

A
G

A
−

6−
1

S
er−

A
G

A
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

S
er−

A
G

A
−

7−
1

S
er−

A
G

A
−

7−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

G
M

05372
G

M
12878

S
er−

C
G

A
−

1−
1

S
er−

C
G

A
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

S
er−

C
G

A
−

2−
1

S
er−

C
G

A
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

4

8

12

0.0

0.5

1.0

G
M

05372
G

M
12878

S
er−

C
G

A
−

3−
1

S
er−

C
G

A
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

S
er−

C
G

A
−

4−
1

S
er−

C
G

A
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

S
er−

G
C

T
−

1−
1

S
er−

G
C

T
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0

1

2

3

4

5

G
M

05372
G

M
12878

S
er−

G
C

T
−

2−
1

S
er−

G
C

T
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

20

40

60

G
M

05372
G

M
12878

S
er−

G
C

T
−

3−
1

S
er−

G
C

T
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0

1

2

3

4

5

G
M

05372
G

M
12878

S
er−

G
C

T
−

4−
1

S
er−

G
C

T
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

30

60

90

120

0

10

20

30

G
M

05372
G

M
12878

S
er−

G
C

T
−

4−
2

S
er−

G
C

T
−

4−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

80

0

5

10

15

20

G
M

05372
G

M
12878

S
er−

G
C

T
−

4−
3

S
er−

G
C

T
−

4−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

2

4

6

G
M

05372
G

M
12878

S
er−

G
C

T
−

5−
1

S
er−

G
C

T
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

10

20

30

G
M

05372
G

M
12878

S
er−

G
C

T
−

6−
1

S
er−

G
C

T
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

4000

8000

12000

0

1000

2000

3000

G
M

05372
G

M
12878

S
er−

T
G

A
−

1−
1

S
er−

T
G

A
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.00

0.25

0.50

0.75

1.00

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

S
er−

T
G

A
−

2−
1

S
er−

T
G

A
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0

1

2

3

G
M

05372
G

M
12878

S
er−

T
G

A
−

3−
1

S
er−

T
G

A
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

0

2

4

6

G
M

05372
G

M
12878

S
er−

T
G

A
−

4−
1

S
er−

T
G

A
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

S
up−

C
TA

−
1−

1
S

up−
C

TA
−

1−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

S
up−

C
TA

−
2−

1
S

up−
C

TA
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

S
up−

C
TA

−
3−

1
S

up−
C

TA
−

3−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

S
up−

T
TA

−
1−

1
S

up−
T

TA
−

1−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

S
up−

T
TA

−
2−

1
S

up−
T

TA
−

2−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

S
up−

T
TA

−
3−

1
S

up−
T

TA
−

3−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

150

200

0

100

200

300

G
M

05372
G

M
12878

T
hr−

A
G

T
−

1−
1

T
hr−

A
G

T
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

0

1

2

G
M

05372
G

M
12878

T
hr−

A
G

T
−

1−
2

T
hr−

A
G

T
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

150

0

20

40

60

G
M

05372
G

M
12878

T
hr−

A
G

T
−

1−
3

T
hr−

A
G

T
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

8

0

2

4

6

G
M

05372
G

M
12878

T
hr−

A
G

T
−

2−
1

T
hr−

A
G

T
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0

2

4

6

8

G
M

05372
G

M
12878

T
hr−

A
G

T
−

2−
2

T
hr−

A
G

T
−

2−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

T
hr−

A
G

T
−

3−
1

T
hr−

A
G

T
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

T
hr−

A
G

T
−

4−
1

T
hr−

A
G

T
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0.4

0.5

0.0

0.2

0.4

0.6

0.8

G
M

05372
G

M
12878

T
hr−

A
G

T
−

5−
1

T
hr−

A
G

T
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.5

1.0

G
M

05372
G

M
12878

T
hr−

A
G

T
−

6−
1

T
hr−

A
G

T
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

T
hr−

A
G

T
−

7−
1

T
hr−

A
G

T
−

7−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.5

1.0

G
M

05372
G

M
12878

T
hr−

C
G

T
−

1−
1

T
hr−

C
G

T
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

5

10

15

20

G
M

05372
G

M
12878

T
hr−

C
G

T
−

2−
1

T
hr−

C
G

T
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

1

2

3

4

G
M

05372
G

M
12878

T
hr−

C
G

T
−

3−
1

T
hr−

C
G

T
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

8

0

2

4

6

G
M

05372
G

M
12878

T
hr−

C
G

T
−

4−
1

T
hr−

C
G

T
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

0

20

40

60

G
M

05372
G

M
12878

T
hr−

C
G

T
−

5−
1

T
hr−

C
G

T
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

0

1

2

3

G
M

05372
G

M
12878

T
hr−

C
G

T
−

6−
1

T
hr−

C
G

T
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

8

0

2

4

6

8

G
M

05372
G

M
12878

T
hr−

T
G

T
−

1−
1

T
hr−

T
G

T
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

25

50

75

0

10

20

30

G
M

05372
G

M
12878

T
hr−

T
G

T
−

2−
1

T
hr−

T
G

T
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

10

20

30

G
M

05372
G

M
12878

T
hr−

T
G

T
−

3−
1

T
hr−

T
G

T
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

20

40

60

80

G
M

05372
G

M
12878

T
hr−

T
G

T
−

4−
1

T
hr−

T
G

T
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

2.5

0

2

4

6

G
M

05372
G

M
12878

T
hr−

T
G

T
−

5−
1

T
hr−

T
G

T
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0

2

4

6

G
M

05372
G

M
12878

T
hr−

T
G

T
−

6−
1

T
hr−

T
G

T
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

1.5

2.0

2.5

G
M

05372
G

M
12878

Trp−
C

C
A

−
1−

1
Trp−

C
C

A
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

8

0

2

4

6

8

G
M

05372
G

M
12878

Trp−
C

C
A

−
2−

1
Trp−

C
C

A
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.00

0.25

0.50

0.75

1.00

G
M

05372
G

M
12878

Trp−
C

C
A

−
3−

1
Trp−

C
C

A
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

0.0

0.5

1.0

G
M

05372
G

M
12878

Trp−
C

C
A

−
3−

2
Trp−

C
C

A
−

3−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0

1

2

3

4

5

G
M

05372
G

M
12878

Trp−
C

C
A

−
3−

3
Trp−

C
C

A
−

3−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

0

3

6

9

G
M

05372
G

M
12878

Trp−
C

C
A

−
4−

1
Trp−

C
C

A
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

Trp−
C

C
A

−
5−

1
Trp−

C
C

A
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Trp−
C

C
A

−
6−

1
Trp−

C
C

A
−

6−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Trp−
C

C
A

−
7−

1
Trp−

C
C

A
−

7−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Tyr−
ATA

−
1−

1
Tyr−

ATA
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

30

60

90

0

10

20

30

G
M

05372
G

M
12878

Tyr−
G

TA
−

1−
1

Tyr−
G

TA
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

500

1000

0

500

1000

1500

G
M

05372
G

M
12878

Tyr−
G

TA
−

2−
1

Tyr−
G

TA
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

150

0

5

10

15

G
M

05372
G

M
12878

Tyr−
G

TA
−

3−
1

Tyr−
G

TA
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

30

60

90

0

2

4

G
M

05372
G

M
12878

Tyr−
G

TA
−

4−
1

Tyr−
G

TA
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

10

20

30

G
M

05372
G

M
12878

Tyr−
G

TA
−

5−
1

Tyr−
G

TA
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

0.0

0.5

1.0

G
M

05372
G

M
12878

Tyr−
G

TA
−

5−
2

Tyr−
G

TA
−

5−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

15

G
M

05372
G

M
12878

Tyr−
G

TA
−

5−
3

Tyr−
G

TA
−

5−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

5

10

G
M

05372
G

M
12878

Tyr−
G

TA
−

5−
4

Tyr−
G

TA
−

5−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

20

40

60

0

20

40

60

G
M

05372
G

M
12878

Tyr−
G

TA
−

5−
5

Tyr−
G

TA
−

5−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

5

10

15

G
M

05372
G

M
12878

Tyr−
G

TA
−

6−
1

Tyr−
G

TA
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0.00

0.25

0.50

0.75

1.00

1.25

G
M

05372
G

M
12878

Tyr−
G

TA
−

7−
1

Tyr−
G

TA
−

7−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

0

1

2

3

G
M

05372
G

M
12878

Tyr−
G

TA
−

8−
1

Tyr−
G

TA
−

8−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Tyr−
G

TA
−

9−
1

Tyr−
G

TA
−

9−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Tyr−
G

TA
−

10−
1

Tyr−
G

TA
−

10−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.1

0.2

0.3

0.4

G
M

05372
G

M
12878

Tyr−
G

TA
−

11−
1

Tyr−
G

TA
−

11−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

Tyr−
G

TA
−

12−
1

Tyr−
G

TA
−

12−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.1

0.2

0.3

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

U
nd−

N
N

N
−

1−
1

U
nd−

N
N

N
−

1−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

U
nd−

N
N

N
−

2−
1

U
nd−

N
N

N
−

2−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.00

0.05

0.10

0.15

0.20

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

U
nd−

N
N

N
−

3−
1

U
nd−

N
N

N
−

3−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

U
nd−

N
N

N
−

4−
1

U
nd−

N
N

N
−

4−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

U
nd−

N
N

N
−

5−
1

U
nd−

N
N

N
−

5−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

U
nd−

N
N

N
−

6−
1

U
nd−

N
N

N
−

6−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

U
nd−

N
N

N
−

7−
1

U
nd−

N
N

N
−

7−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

U
nd−

N
N

N
−

8−
1

U
nd−

N
N

N
−

8−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

U
nd−

N
N

N
−

9−
1

U
nd−

N
N

N
−

9−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

U
nd−

N
N

N
−

10−
1

U
nd−

N
N

N
−

10−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

20

0

5

10

15

G
M

05372
G

M
12878

V
al−

A
A

C
−

1−
1

V
al−

A
A

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

1

2

3

G
M

05372
G

M
12878

V
al−

A
A

C
−

1−
2

V
al−

A
A

C
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0

2

4

6

G
M

05372
G

M
12878

V
al−

A
A

C
−

1−
3

V
al−

A
A

C
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

200

400

0

300

600

900

G
M

05372
G

M
12878

V
al−

A
A

C
−

1−
4

V
al−

A
A

C
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

0

5

10

15

G
M

05372
G

M
12878

V
al−

A
A

C
−

1−
5

V
al−

A
A

C
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0

2

4

6

G
M

05372
G

M
12878

V
al−

A
A

C
−

2−
1

V
al−

A
A

C
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0

1

2

3

4

G
M

05372
G

M
12878

V
al−

A
A

C
−

3−
1

V
al−

A
A

C
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

V
al−

A
A

C
−

4−
1

V
al−

A
A

C
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

V
al−

A
A

C
−

5−
1

V
al−

A
A

C
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

30

60

90

120

0.0

2.5

5.0

7.5

10.0

12.5

G
M

05372
G

M
12878

V
al−

A
A

C
−

6−
1

V
al−

A
A

C
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

V
al−

A
A

C
−

7−
1

V
al−

A
A

C
−

7−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

0.0

0.5

1.0

1.5

2.0

2.5

G
M

05372
G

M
12878

V
al−

C
A

C
−

1−
1

V
al−

C
A

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

V
al−

C
A

C
−

1−
2

V
al−

C
A

C
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

V
al−

C
A

C
−

1−
3

V
al−

C
A

C
−

1−
3

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

0

10

20

G
M

05372
G

M
12878

V
al−

C
A

C
−

1−
4

V
al−

C
A

C
−

1−
4

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

1

2

3

4

5

0

2

4

G
M

05372
G

M
12878

V
al−

C
A

C
−

1−
5

V
al−

C
A

C
−

1−
5

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

0

2

4

G
M

05372
G

M
12878

V
al−

C
A

C
−

1−
6

V
al−

C
A

C
−

1−
6

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

0

1

2

3

4

G
M

05372
G

M
12878

V
al−

C
A

C
−

2−
1

V
al−

C
A

C
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0

5

10

G
M

05372
G

M
12878

V
al−

C
A

C
−

3−
1

V
al−

C
A

C
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

10.0

0.0

2.5

5.0

7.5

10.0

G
M

05372
G

M
12878

V
al−

C
A

C
−

4−
1

V
al−

C
A

C
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

2.5

5.0

7.5

0

1

2

3

G
M

05372
G

M
12878

V
al−

C
A

C
−

5−
1

V
al−

C
A

C
−

5−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.5

1.0

1.5

G
M

05372
G

M
12878

V
al−

C
A

C
−

6−
1

V
al−

C
A

C
−

6−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

0.0

0.1

0.2

0.3

G
M

05372
G

M
12878

V
al−

C
A

C
−

7−
1

V
al−

C
A

C
−

7−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

20

40

G
M

05372
G

M
12878

V
al−

C
A

C
−

8−
1

V
al−

C
A

C
−

8−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

V
al−

C
A

C
−

9−
1

V
al−

C
A

C
−

9−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.5

1.0

1.5

2.0

0.0

0.5

1.0

1.5

2.0

G
M

05372
G

M
12878

V
al−

C
A

C
−

10−
1

V
al−

C
A

C
−

10−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

150

0

20

40

60

G
M

05372
G

M
12878

V
al−

C
A

C
−

11−
1

V
al−

C
A

C
−

11−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

50

100

150

0

20

40

60

G
M

05372
G

M
12878

V
al−

C
A

C
−

11−
2

V
al−

C
A

C
−

11−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

V
al−

C
A

C
−

12−
1

V
al−

C
A

C
−

12−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0.0

0.2

0.4

0.6

0.8

0.0

0.2

0.4

0.6

G
M

05372
G

M
12878

V
al−

C
A

C
−

13−
1

V
al−

C
A

C
−

13−
1

5'−leader 3'−trailer 5'−leader 3'−trailer

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

−0.50

−0.25

0.00

0.25

0.50

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

V
al−

C
A

C
−

14−
1

V
al−

C
A

C
−

14−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

6

8

0

5

10

G
M

05372
G

M
12878

V
al−

TA
C

−
1−

1
V

al−
TA

C
−

1−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

0

2

4

6

G
M

05372
G

M
12878

V
al−

TA
C

−
1−

2
V

al−
TA

C
−

1−
2

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

5

10

15

0

5

10

15

20

G
M

05372
G

M
12878

V
al−

TA
C

−
2−

1
V

al−
TA

C
−

2−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

10

20

30

40

0

10

20

G
M

05372
G

M
12878

V
al−

TA
C

−
3−

1
V

al−
TA

C
−

3−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA



Untreated ARM−Seq

0

2

4

−0.50

−0.25

0.00

0.25

0.50

G
M

05372
G

M
12878

V
al−

TA
C

−
4−

1
V

al−
TA

C
−

4−
1

5' anti−
codon

A58 3' 5' anti−
codon

A58 3'

re
ad

 c
ou

nt

Modomics
base
modifications

m1A

m1G

m3C

other bases

not documented

Human (hg19) pre-tRNA


	SarCer3_mature_tRNAs
	Ala-AGC-1_read.profile.SacCer3
	Ala-TGC-1_read.profile.SacCer3
	Arg-ACG-1_read.profile.SacCer3
	Arg-ACG-2_read.profile.SacCer3
	Arg-CCG-1_read.profile.SacCer3
	Arg-CCT-1_read.profile.SacCer3
	Arg-TCT-1_read.profile.SacCer3
	Asn-GTT-1_read.profile.SacCer3
	Asp-GTC-1_read.profile.SacCer3
	Asp-GTC-2_read.profile.SacCer3
	Cys-GCA-1_read.profile.SacCer3
	Gln-CTG-1_read.profile.SacCer3
	Gln-TTG-1_read.profile.SacCer3
	Gln-TTG-2_read.profile.SacCer3
	Gln-TTG-3_read.profile.SacCer3
	Glu-CTC-1_read.profile.SacCer3
	Glu-TTC-1_read.profile.SacCer3
	Glu-TTC-2_read.profile.SacCer3
	Gly-CCC-1_read.profile.SacCer3
	Gly-CCC-2_read.profile.SacCer3
	Gly-GCC-1_read.profile.SacCer3
	Gly-TCC-1_read.profile.SacCer3
	His-GTG-1_read.profile.SacCer3
	Ile-AAT-1_read.profile.SacCer3
	Ile-TAT-1_read.profile.SacCer3
	Ile-TAT-2_read.profile.SacCer3
	iMet-CAT-1_read.profile.SacCer3
	Leu-CAA-1_read.profile.SacCer3
	Leu-GAG-1_read.profile.SacCer3
	Leu-TAA-1_read.profile.SacCer3
	Leu-TAG-1_read.profile.SacCer3
	Lys-CTT-1_read.profile.SacCer3
	Lys-TTT-1_read.profile.SacCer3
	Met-CAT-1_read.profile.SacCer3
	Phe-GAA-1_read.profile.SacCer3
	Phe-GAA-2_read.profile.SacCer3
	Pro-AGG-1_read.profile.SacCer3
	Pro-TGG-1_read.profile.SacCer3
	Pro-TGG-2_read.profile.SacCer3
	Ser-AGA-1_read.profile.SacCer3
	Ser-AGA-2_read.profile.SacCer3
	Ser-CGA-1_read.profile.SacCer3
	Ser-GCT-1_read.profile.SacCer3
	Ser-TGA-1_read.profile.SacCer3
	Thr-AGT-1_read.profile.SacCer3
	Thr-CGT-1_read.profile.SacCer3
	Thr-TGT-1_read.profile.SacCer3
	Thr-TGT-2_read.profile.SacCer3
	Trp-CCA-1_read.profile.SacCer3
	Tyr-GTA-1_read.profile.SacCer3
	Und-NNN-1_read.profile.SacCer3
	Val-AAC-1_read.profile.SacCer3
	Val-AAC-2_read.profile.SacCer3
	Val-CAC-1_read.profile.SacCer3
	Val-TAC-1_read.profile.SacCer3

	SarCer3_pre-tRNAs
	Ala-AGC-1-1_read.profile.SacCer3
	Ala-AGC-1-2_read.profile.SacCer3
	Ala-AGC-1-3_read.profile.SacCer3
	Ala-AGC-1-4_read.profile.SacCer3
	Ala-AGC-1-5_read.profile.SacCer3
	Ala-AGC-1-6_read.profile.SacCer3
	Ala-AGC-1-7_read.profile.SacCer3
	Ala-AGC-1-8_read.profile.SacCer3
	Ala-AGC-1-9_read.profile.SacCer3
	Ala-AGC-1-10_read.profile.SacCer3
	Ala-AGC-1-11_read.profile.SacCer3
	Ala-TGC-1-1_read.profile.SacCer3
	Ala-TGC-1-2_read.profile.SacCer3
	Ala-TGC-1-3_read.profile.SacCer3
	Ala-TGC-1-4_read.profile.SacCer3
	Ala-TGC-1-5_read.profile.SacCer3
	Arg-ACG-1-1_read.profile.SacCer3
	Arg-ACG-1-2_read.profile.SacCer3
	Arg-ACG-1-3_read.profile.SacCer3
	Arg-ACG-1-4_read.profile.SacCer3
	Arg-ACG-1-5_read.profile.SacCer3
	Arg-ACG-2-1_read.profile.SacCer3
	Arg-CCG-1-1_read.profile.SacCer3
	Arg-CCT-1-1_read.profile.SacCer3
	Arg-TCT-1-1_read.profile.SacCer3
	Arg-TCT-1-2_read.profile.SacCer3
	Arg-TCT-1-3_read.profile.SacCer3
	Arg-TCT-1-4_read.profile.SacCer3
	Arg-TCT-1-5_read.profile.SacCer3
	Arg-TCT-1-6_read.profile.SacCer3
	Arg-TCT-1-7_read.profile.SacCer3
	Arg-TCT-1-8_read.profile.SacCer3
	Arg-TCT-1-9_read.profile.SacCer3
	Arg-TCT-1-10_read.profile.SacCer3
	Arg-TCT-1-11_read.profile.SacCer3
	Asn-GTT-1-1_read.profile.SacCer3
	Asn-GTT-1-2_read.profile.SacCer3
	Asn-GTT-1-3_read.profile.SacCer3
	Asn-GTT-1-4_read.profile.SacCer3
	Asn-GTT-1-5_read.profile.SacCer3
	Asn-GTT-1-6_read.profile.SacCer3
	Asn-GTT-1-7_read.profile.SacCer3
	Asn-GTT-1-8_read.profile.SacCer3
	Asn-GTT-1-9_read.profile.SacCer3
	Asn-GTT-1-10_read.profile.SacCer3
	Asp-GTC-1-1_read.profile.SacCer3
	Asp-GTC-1-2_read.profile.SacCer3
	Asp-GTC-1-3_read.profile.SacCer3
	Asp-GTC-1-4_read.profile.SacCer3
	Asp-GTC-1-5_read.profile.SacCer3
	Asp-GTC-1-6_read.profile.SacCer3
	Asp-GTC-1-7_read.profile.SacCer3
	Asp-GTC-1-8_read.profile.SacCer3
	Asp-GTC-1-9_read.profile.SacCer3
	Asp-GTC-1-10_read.profile.SacCer3
	Asp-GTC-1-11_read.profile.SacCer3
	Asp-GTC-1-12_read.profile.SacCer3
	Asp-GTC-1-13_read.profile.SacCer3
	Asp-GTC-1-14_read.profile.SacCer3
	Asp-GTC-1-15_read.profile.SacCer3
	Asp-GTC-2-1_read.profile.SacCer3
	Cys-GCA-1-1_read.profile.SacCer3
	Cys-GCA-1-2_read.profile.SacCer3
	Cys-GCA-1-3_read.profile.SacCer3
	Cys-GCA-1-4_read.profile.SacCer3
	Gln-CTG-1-1_read.profile.SacCer3
	Gln-TTG-1-1_read.profile.SacCer3
	Gln-TTG-2-1_read.profile.SacCer3
	Gln-TTG-2-2_read.profile.SacCer3
	Gln-TTG-2-3_read.profile.SacCer3
	Gln-TTG-2-4_read.profile.SacCer3
	Gln-TTG-2-5_read.profile.SacCer3
	Gln-TTG-2-6_read.profile.SacCer3
	Gln-TTG-2-7_read.profile.SacCer3
	Gln-TTG-3-1_read.profile.SacCer3
	Glu-CTC-1-1_read.profile.SacCer3
	Glu-CTC-1-2_read.profile.SacCer3
	Glu-TTC-1-1_read.profile.SacCer3
	Glu-TTC-1-2_read.profile.SacCer3
	Glu-TTC-1-3_read.profile.SacCer3
	Glu-TTC-1-4_read.profile.SacCer3
	Glu-TTC-1-5_read.profile.SacCer3
	Glu-TTC-1-6_read.profile.SacCer3
	Glu-TTC-1-7_read.profile.SacCer3
	Glu-TTC-1-8_read.profile.SacCer3
	Glu-TTC-1-9_read.profile.SacCer3
	Glu-TTC-1-10_read.profile.SacCer3
	Glu-TTC-1-11_read.profile.SacCer3
	Glu-TTC-1-12_read.profile.SacCer3
	Glu-TTC-1-13_read.profile.SacCer3
	Glu-TTC-2-1_read.profile.SacCer3
	Gly-CCC-1-1_read.profile.SacCer3
	Gly-CCC-2-1_read.profile.SacCer3
	Gly-GCC-1-1_read.profile.SacCer3
	Gly-GCC-1-2_read.profile.SacCer3
	Gly-GCC-1-3_read.profile.SacCer3
	Gly-GCC-1-4_read.profile.SacCer3
	Gly-GCC-1-5_read.profile.SacCer3
	Gly-GCC-1-6_read.profile.SacCer3
	Gly-GCC-1-7_read.profile.SacCer3
	Gly-GCC-1-8_read.profile.SacCer3
	Gly-GCC-1-9_read.profile.SacCer3
	Gly-GCC-1-10_read.profile.SacCer3
	Gly-GCC-1-11_read.profile.SacCer3
	Gly-GCC-1-12_read.profile.SacCer3
	Gly-GCC-1-13_read.profile.SacCer3
	Gly-GCC-1-14_read.profile.SacCer3
	Gly-GCC-1-15_read.profile.SacCer3
	Gly-GCC-1-16_read.profile.SacCer3
	Gly-TCC-1-1_read.profile.SacCer3
	Gly-TCC-1-2_read.profile.SacCer3
	Gly-TCC-1-3_read.profile.SacCer3
	His-GTG-1-1_read.profile.SacCer3
	His-GTG-1-2_read.profile.SacCer3
	His-GTG-1-3_read.profile.SacCer3
	His-GTG-1-4_read.profile.SacCer3
	His-GTG-1-5_read.profile.SacCer3
	His-GTG-1-6_read.profile.SacCer3
	His-GTG-1-7_read.profile.SacCer3
	Ile-AAT-1-1_read.profile.SacCer3
	Ile-AAT-1-2_read.profile.SacCer3
	Ile-AAT-1-3_read.profile.SacCer3
	Ile-AAT-1-4_read.profile.SacCer3
	Ile-AAT-1-5_read.profile.SacCer3
	Ile-AAT-1-6_read.profile.SacCer3
	Ile-AAT-1-7_read.profile.SacCer3
	Ile-AAT-1-8_read.profile.SacCer3
	Ile-AAT-1-9_read.profile.SacCer3
	Ile-AAT-1-10_read.profile.SacCer3
	Ile-AAT-1-11_read.profile.SacCer3
	Ile-AAT-1-12_read.profile.SacCer3
	Ile-AAT-1-13_read.profile.SacCer3
	Ile-TAT-1-1_read.profile.SacCer3
	Ile-TAT-2-1_read.profile.SacCer3
	iMet-CAT-1-1_read.profile.SacCer3
	iMet-CAT-1-2_read.profile.SacCer3
	iMet-CAT-1-3_read.profile.SacCer3
	iMet-CAT-1-4_read.profile.SacCer3
	iMet-CAT-1-5_read.profile.SacCer3
	Leu-CAA-1-1_read.profile.SacCer3
	Leu-CAA-1-2_read.profile.SacCer3
	Leu-CAA-1-3_read.profile.SacCer3
	Leu-CAA-1-4_read.profile.SacCer3
	Leu-CAA-1-5_read.profile.SacCer3
	Leu-CAA-1-6_read.profile.SacCer3
	Leu-CAA-1-7_read.profile.SacCer3
	Leu-CAA-1-8_read.profile.SacCer3
	Leu-CAA-1-9_read.profile.SacCer3
	Leu-CAA-1-10_read.profile.SacCer3
	Leu-GAG-1-1_read.profile.SacCer3
	Leu-TAA-1-1_read.profile.SacCer3
	Leu-TAA-1-2_read.profile.SacCer3
	Leu-TAA-1-3_read.profile.SacCer3
	Leu-TAA-1-4_read.profile.SacCer3
	Leu-TAA-1-5_read.profile.SacCer3
	Leu-TAA-1-6_read.profile.SacCer3
	Leu-TAA-1-7_read.profile.SacCer3
	Leu-TAG-1-1_read.profile.SacCer3
	Leu-TAG-1-2_read.profile.SacCer3
	Leu-TAG-1-3_read.profile.SacCer3
	Lys-CTT-1-1_read.profile.SacCer3
	Lys-CTT-1-2_read.profile.SacCer3
	Lys-CTT-1-3_read.profile.SacCer3
	Lys-CTT-1-4_read.profile.SacCer3
	Lys-CTT-1-5_read.profile.SacCer3
	Lys-CTT-1-6_read.profile.SacCer3
	Lys-CTT-1-7_read.profile.SacCer3
	Lys-CTT-1-8_read.profile.SacCer3
	Lys-CTT-1-9_read.profile.SacCer3
	Lys-CTT-1-10_read.profile.SacCer3
	Lys-CTT-1-11_read.profile.SacCer3
	Lys-CTT-1-12_read.profile.SacCer3
	Lys-CTT-1-13_read.profile.SacCer3
	Lys-CTT-1-14_read.profile.SacCer3
	Lys-TTT-1-1_read.profile.SacCer3
	Lys-TTT-1-2_read.profile.SacCer3
	Lys-TTT-1-3_read.profile.SacCer3
	Lys-TTT-1-4_read.profile.SacCer3
	Lys-TTT-1-5_read.profile.SacCer3
	Lys-TTT-1-6_read.profile.SacCer3
	Lys-TTT-1-7_read.profile.SacCer3
	Met-CAT-1-1_read.profile.SacCer3
	Met-CAT-1-2_read.profile.SacCer3
	Met-CAT-1-3_read.profile.SacCer3
	Met-CAT-1-4_read.profile.SacCer3
	Met-CAT-1-5_read.profile.SacCer3
	Phe-GAA-1-1_read.profile.SacCer3
	Phe-GAA-1-2_read.profile.SacCer3
	Phe-GAA-2-1_read.profile.SacCer3
	Phe-GAA-2-2_read.profile.SacCer3
	Phe-GAA-2-3_read.profile.SacCer3
	Phe-GAA-2-4_read.profile.SacCer3
	Phe-GAA-2-5_read.profile.SacCer3
	Phe-GAA-2-6_read.profile.SacCer3
	Phe-GAA-2-7_read.profile.SacCer3
	Phe-GAA-2-8_read.profile.SacCer3
	Pro-AGG-1-1_read.profile.SacCer3
	Pro-AGG-1-2_read.profile.SacCer3
	Pro-TGG-1-1_read.profile.SacCer3
	Pro-TGG-1-2_read.profile.SacCer3
	Pro-TGG-1-3_read.profile.SacCer3
	Pro-TGG-1-4_read.profile.SacCer3
	Pro-TGG-1-5_read.profile.SacCer3
	Pro-TGG-1-6_read.profile.SacCer3
	Pro-TGG-1-7_read.profile.SacCer3
	Pro-TGG-1-8_read.profile.SacCer3
	Pro-TGG-1-9_read.profile.SacCer3
	Pro-TGG-2-1_read.profile.SacCer3
	Ser-AGA-1-1_read.profile.SacCer3
	Ser-AGA-1-2_read.profile.SacCer3
	Ser-AGA-1-3_read.profile.SacCer3
	Ser-AGA-1-4_read.profile.SacCer3
	Ser-AGA-1-5_read.profile.SacCer3
	Ser-AGA-1-6_read.profile.SacCer3
	Ser-AGA-1-7_read.profile.SacCer3
	Ser-AGA-1-8_read.profile.SacCer3
	Ser-AGA-1-9_read.profile.SacCer3
	Ser-AGA-1-10_read.profile.SacCer3
	Ser-AGA-2-1_read.profile.SacCer3
	Ser-CGA-1-1_read.profile.SacCer3
	Ser-GCT-1-1_read.profile.SacCer3
	Ser-GCT-1-2_read.profile.SacCer3
	Ser-TGA-1-1_read.profile.SacCer3
	Ser-TGA-1-2_read.profile.SacCer3
	Ser-TGA-1-3_read.profile.SacCer3
	Thr-AGT-1-1_read.profile.SacCer3
	Thr-AGT-1-2_read.profile.SacCer3
	Thr-AGT-1-3_read.profile.SacCer3
	Thr-AGT-1-4_read.profile.SacCer3
	Thr-AGT-1-5_read.profile.SacCer3
	Thr-AGT-1-6_read.profile.SacCer3
	Thr-AGT-1-7_read.profile.SacCer3
	Thr-AGT-1-8_read.profile.SacCer3
	Thr-AGT-1-9_read.profile.SacCer3
	Thr-AGT-1-10_read.profile.SacCer3
	Thr-AGT-1-11_read.profile.SacCer3
	Thr-CGT-1-1_read.profile.SacCer3
	Thr-TGT-1-1_read.profile.SacCer3
	Thr-TGT-2-1_read.profile.SacCer3
	Thr-TGT-2-2_read.profile.SacCer3
	Thr-TGT-2-3_read.profile.SacCer3
	Trp-CCA-1-1_read.profile.SacCer3
	Trp-CCA-1-2_read.profile.SacCer3
	Trp-CCA-1-3_read.profile.SacCer3
	Trp-CCA-1-4_read.profile.SacCer3
	Trp-CCA-1-5_read.profile.SacCer3
	Trp-CCA-1-6_read.profile.SacCer3
	Tyr-GTA-1-1_read.profile.SacCer3
	Tyr-GTA-1-2_read.profile.SacCer3
	Tyr-GTA-1-3_read.profile.SacCer3
	Tyr-GTA-1-4_read.profile.SacCer3
	Tyr-GTA-1-5_read.profile.SacCer3
	Tyr-GTA-1-6_read.profile.SacCer3
	Tyr-GTA-1-7_read.profile.SacCer3
	Tyr-GTA-1-8_read.profile.SacCer3
	Und-NNN-1-1_read.profile.SacCer3
	Und-NNN-1-2_read.profile.SacCer3
	Val-AAC-1-1_read.profile.SacCer3
	Val-AAC-1-2_read.profile.SacCer3
	Val-AAC-1-3_read.profile.SacCer3
	Val-AAC-1-4_read.profile.SacCer3
	Val-AAC-1-5_read.profile.SacCer3
	Val-AAC-1-6_read.profile.SacCer3
	Val-AAC-1-7_read.profile.SacCer3
	Val-AAC-1-8_read.profile.SacCer3
	Val-AAC-1-9_read.profile.SacCer3
	Val-AAC-1-10_read.profile.SacCer3
	Val-AAC-1-11_read.profile.SacCer3
	Val-AAC-1-12_read.profile.SacCer3
	Val-AAC-1-13_read.profile.SacCer3
	Val-AAC-2-1_read.profile.SacCer3
	Val-CAC-1-1_read.profile.SacCer3
	Val-CAC-1-2_read.profile.SacCer3
	Val-TAC-1-1_read.profile.SacCer3
	Val-TAC-1-2_read.profile.SacCer3

	hg19_mature_tRNAs
	Ala-AGC-1_read.profile.hg19
	Ala-AGC-2_read.profile.hg19
	Ala-AGC-3_read.profile.hg19
	Ala-AGC-4_read.profile.hg19
	Ala-AGC-5_read.profile.hg19
	Ala-AGC-6_read.profile.hg19
	Ala-AGC-7_read.profile.hg19
	Ala-AGC-8_read.profile.hg19
	Ala-AGC-9_read.profile.hg19
	Ala-AGC-10_read.profile.hg19
	Ala-AGC-11_read.profile.hg19
	Ala-AGC-12_read.profile.hg19
	Ala-AGC-13_read.profile.hg19
	Ala-AGC-14_read.profile.hg19
	Ala-AGC-15_read.profile.hg19
	Ala-AGC-16_read.profile.hg19
	Ala-AGC-17_read.profile.hg19
	Ala-AGC-18_read.profile.hg19
	Ala-AGC-19_read.profile.hg19
	Ala-AGC-20_read.profile.hg19
	Ala-AGC-21_read.profile.hg19
	Ala-AGC-22_read.profile.hg19
	Ala-AGC-23_read.profile.hg19
	Ala-CGC-1_read.profile.hg19
	Ala-CGC-2_read.profile.hg19
	Ala-CGC-3_read.profile.hg19
	Ala-CGC-4_read.profile.hg19
	Ala-CGC-5_read.profile.hg19
	Ala-TGC-1_read.profile.hg19
	Ala-TGC-2_read.profile.hg19
	Ala-TGC-3_read.profile.hg19
	Ala-TGC-4_read.profile.hg19
	Ala-TGC-5_read.profile.hg19
	Ala-TGC-6_read.profile.hg19
	Ala-TGC-7_read.profile.hg19
	Ala-TGC-8_read.profile.hg19
	Ala-TGC-9_read.profile.hg19
	Ala-TGC-10_read.profile.hg19
	Arg-ACG-1_read.profile.hg19
	Arg-ACG-2_read.profile.hg19
	Arg-CCG-1_read.profile.hg19
	Arg-CCG-2_read.profile.hg19
	Arg-CCT-1_read.profile.hg19
	Arg-CCT-2_read.profile.hg19
	Arg-CCT-3_read.profile.hg19
	Arg-CCT-4_read.profile.hg19
	Arg-CCT-5_read.profile.hg19
	Arg-CCT-6_read.profile.hg19
	Arg-CCT-7_read.profile.hg19
	Arg-CCT-8_read.profile.hg19
	Arg-CCT-9_read.profile.hg19
	Arg-TCG-1_read.profile.hg19
	Arg-TCG-2_read.profile.hg19
	Arg-TCG-3_read.profile.hg19
	Arg-TCG-4_read.profile.hg19
	Arg-TCG-5_read.profile.hg19
	Arg-TCG-6_read.profile.hg19
	Arg-TCT-1_read.profile.hg19
	Arg-TCT-2_read.profile.hg19
	Arg-TCT-3_read.profile.hg19
	Arg-TCT-4_read.profile.hg19
	Arg-TCT-5_read.profile.hg19
	Asn-ATT-1_read.profile.hg19
	Asn-GTT-1_read.profile.hg19
	Asn-GTT-2_read.profile.hg19
	Asn-GTT-3_read.profile.hg19
	Asn-GTT-4_read.profile.hg19
	Asn-GTT-5_read.profile.hg19
	Asn-GTT-6_read.profile.hg19
	Asn-GTT-7_read.profile.hg19
	Asn-GTT-8_read.profile.hg19
	Asn-GTT-9_read.profile.hg19
	Asn-GTT-10_read.profile.hg19
	Asn-GTT-11_read.profile.hg19
	Asn-GTT-12_read.profile.hg19
	Asn-GTT-13_read.profile.hg19
	Asn-GTT-14_read.profile.hg19
	Asn-GTT-15_read.profile.hg19
	Asn-GTT-16_read.profile.hg19
	Asn-GTT-17_read.profile.hg19
	Asn-GTT-18_read.profile.hg19
	Asn-GTT-19_read.profile.hg19
	Asn-GTT-20_read.profile.hg19
	Asn-GTT-21_read.profile.hg19
	Asn-GTT-22_read.profile.hg19
	Asn-GTT-23_read.profile.hg19
	Asp-GTC-1_read.profile.hg19
	Asp-GTC-2_read.profile.hg19
	Asp-GTC-3_read.profile.hg19
	Asp-GTC-4_read.profile.hg19
	Asp-GTC-5_read.profile.hg19
	Asp-GTC-6_read.profile.hg19
	Asp-GTC-7_read.profile.hg19
	Asp-GTC-8_read.profile.hg19
	Asp-GTC-9_read.profile.hg19
	Asp-GTC-10_read.profile.hg19
	Cys-ACA-1_read.profile.hg19
	Cys-GCA-1_read.profile.hg19
	Cys-GCA-2_read.profile.hg19
	Cys-GCA-3_read.profile.hg19
	Cys-GCA-4_read.profile.hg19
	Cys-GCA-5_read.profile.hg19
	Cys-GCA-6_read.profile.hg19
	Cys-GCA-7_read.profile.hg19
	Cys-GCA-8_read.profile.hg19
	Cys-GCA-9_read.profile.hg19
	Cys-GCA-10_read.profile.hg19
	Cys-GCA-11_read.profile.hg19
	Cys-GCA-12_read.profile.hg19
	Cys-GCA-13_read.profile.hg19
	Cys-GCA-14_read.profile.hg19
	Cys-GCA-15_read.profile.hg19
	Cys-GCA-16_read.profile.hg19
	Cys-GCA-17_read.profile.hg19
	Cys-GCA-18_read.profile.hg19
	Cys-GCA-19_read.profile.hg19
	Cys-GCA-20_read.profile.hg19
	Cys-GCA-21_read.profile.hg19
	Cys-GCA-22_read.profile.hg19
	Cys-GCA-23_read.profile.hg19
	Cys-GCA-24_read.profile.hg19
	Cys-GCA-25_read.profile.hg19
	Gln-CTG-1_read.profile.hg19
	Gln-CTG-2_read.profile.hg19
	Gln-CTG-3_read.profile.hg19
	Gln-CTG-4_read.profile.hg19
	Gln-CTG-5_read.profile.hg19
	Gln-CTG-6_read.profile.hg19
	Gln-CTG-7_read.profile.hg19
	Gln-CTG-8_read.profile.hg19
	Gln-CTG-9_read.profile.hg19
	Gln-CTG-10_read.profile.hg19
	Gln-CTG-11_read.profile.hg19
	Gln-CTG-12_read.profile.hg19
	Gln-CTG-13_read.profile.hg19
	Gln-CTG-14_read.profile.hg19
	Gln-CTG-15_read.profile.hg19
	Gln-CTG-16_read.profile.hg19
	Gln-CTG-17_read.profile.hg19
	Gln-CTG-18_read.profile.hg19
	Gln-TTG-1_read.profile.hg19
	Gln-TTG-2_read.profile.hg19
	Gln-TTG-3_read.profile.hg19
	Gln-TTG-4_read.profile.hg19
	Gln-TTG-5_read.profile.hg19
	Gln-TTG-6_read.profile.hg19
	Gln-TTG-7_read.profile.hg19
	Gln-TTG-8_read.profile.hg19
	Gln-TTG-9_read.profile.hg19
	Gln-TTG-10_read.profile.hg19
	Glu-CTC-1_read.profile.hg19
	Glu-CTC-2_read.profile.hg19
	Glu-CTC-3_read.profile.hg19
	Glu-CTC-4_read.profile.hg19
	Glu-CTC-5_read.profile.hg19
	Glu-CTC-6_read.profile.hg19
	Glu-CTC-7_read.profile.hg19
	Glu-CTC-8_read.profile.hg19
	Glu-CTC-9_read.profile.hg19
	Glu-CTC-10_read.profile.hg19
	Glu-CTC-11_read.profile.hg19
	Glu-CTC-12_read.profile.hg19
	Glu-CTC-13_read.profile.hg19
	Glu-CTC-14_read.profile.hg19
	Glu-CTC-15_read.profile.hg19
	Glu-CTC-16_read.profile.hg19
	Glu-CTC-17_read.profile.hg19
	Glu-CTC-18_read.profile.hg19
	Glu-TTC-1_read.profile.hg19
	Glu-TTC-2_read.profile.hg19
	Glu-TTC-3_read.profile.hg19
	Glu-TTC-4_read.profile.hg19
	Glu-TTC-5_read.profile.hg19
	Glu-TTC-6_read.profile.hg19
	Glu-TTC-7_read.profile.hg19
	Glu-TTC-8_read.profile.hg19
	Glu-TTC-9_read.profile.hg19
	Glu-TTC-10_read.profile.hg19
	Glu-TTC-11_read.profile.hg19
	Glu-TTC-12_read.profile.hg19
	Glu-TTC-13_read.profile.hg19
	Glu-TTC-14_read.profile.hg19
	Glu-TTC-15_read.profile.hg19
	Glu-TTC-16_read.profile.hg19
	Gly-CCC-1_read.profile.hg19
	Gly-CCC-2_read.profile.hg19
	Gly-CCC-3_read.profile.hg19
	Gly-CCC-4_read.profile.hg19
	Gly-CCC-5_read.profile.hg19
	Gly-CCC-6_read.profile.hg19
	Gly-CCC-7_read.profile.hg19
	Gly-CCC-8_read.profile.hg19
	Gly-GCC-1_read.profile.hg19
	Gly-GCC-2_read.profile.hg19
	Gly-GCC-3_read.profile.hg19
	Gly-GCC-4_read.profile.hg19
	Gly-GCC-5_read.profile.hg19
	Gly-GCC-6_read.profile.hg19
	Gly-TCC-1_read.profile.hg19
	Gly-TCC-2_read.profile.hg19
	Gly-TCC-3_read.profile.hg19
	Gly-TCC-4_read.profile.hg19
	Gly-TCC-5_read.profile.hg19
	Gly-TCC-6_read.profile.hg19
	His-GTG-1_read.profile.hg19
	His-GTG-2_read.profile.hg19
	His-GTG-3_read.profile.hg19
	Ile-AAT-1_read.profile.hg19
	Ile-AAT-2_read.profile.hg19
	Ile-AAT-3_read.profile.hg19
	Ile-AAT-4_read.profile.hg19
	Ile-AAT-5_read.profile.hg19
	Ile-AAT-6_read.profile.hg19
	Ile-AAT-7_read.profile.hg19
	Ile-AAT-8_read.profile.hg19
	Ile-AAT-9_read.profile.hg19
	Ile-AAT-10_read.profile.hg19
	Ile-AAT-11_read.profile.hg19
	Ile-AAT-12_read.profile.hg19
	Ile-GAT-1_read.profile.hg19
	Ile-TAT-1_read.profile.hg19
	Ile-TAT-2_read.profile.hg19
	Ile-TAT-3_read.profile.hg19
	iMet-CAT-1_read.profile.hg19
	iMet-CAT-2_read.profile.hg19
	iMet-CAT-3_read.profile.hg19
	Leu-AAG-1_read.profile.hg19
	Leu-AAG-2_read.profile.hg19
	Leu-AAG-3_read.profile.hg19
	Leu-AAG-4_read.profile.hg19
	Leu-AAG-5_read.profile.hg19
	Leu-AAG-6_read.profile.hg19
	Leu-AAG-7_read.profile.hg19
	Leu-AAG-8_read.profile.hg19
	Leu-CAA-1_read.profile.hg19
	Leu-CAA-2_read.profile.hg19
	Leu-CAA-3_read.profile.hg19
	Leu-CAA-4_read.profile.hg19
	Leu-CAA-5_read.profile.hg19
	Leu-CAA-6_read.profile.hg19
	Leu-CAA-7_read.profile.hg19
	Leu-CAG-1_read.profile.hg19
	Leu-CAG-2_read.profile.hg19
	Leu-CAG-3_read.profile.hg19
	Leu-TAA-1_read.profile.hg19
	Leu-TAA-2_read.profile.hg19
	Leu-TAA-3_read.profile.hg19
	Leu-TAA-4_read.profile.hg19
	Leu-TAA-5_read.profile.hg19
	Leu-TAG-1_read.profile.hg19
	Leu-TAG-2_read.profile.hg19
	Leu-TAG-3_read.profile.hg19
	Leu-TAG-4_read.profile.hg19
	Lys-CTT-1_read.profile.hg19
	Lys-CTT-2_read.profile.hg19
	Lys-CTT-3_read.profile.hg19
	Lys-CTT-4_read.profile.hg19
	Lys-CTT-5_read.profile.hg19
	Lys-CTT-6_read.profile.hg19
	Lys-CTT-7_read.profile.hg19
	Lys-CTT-8_read.profile.hg19
	Lys-CTT-9_read.profile.hg19
	Lys-CTT-10_read.profile.hg19
	Lys-CTT-11_read.profile.hg19
	Lys-CTT-12_read.profile.hg19
	Lys-CTT-13_read.profile.hg19
	Lys-CTT-14_read.profile.hg19
	Lys-CTT-15_read.profile.hg19
	Lys-CTT-16_read.profile.hg19
	Lys-TTT-1_read.profile.hg19
	Lys-TTT-2_read.profile.hg19
	Lys-TTT-3_read.profile.hg19
	Lys-TTT-4_read.profile.hg19
	Lys-TTT-5_read.profile.hg19
	Lys-TTT-6_read.profile.hg19
	Lys-TTT-7_read.profile.hg19
	Lys-TTT-8_read.profile.hg19
	Lys-TTT-9_read.profile.hg19
	Lys-TTT-10_read.profile.hg19
	Lys-TTT-11_read.profile.hg19
	Lys-TTT-12_read.profile.hg19
	Lys-TTT-13_read.profile.hg19
	Lys-TTT-14_read.profile.hg19
	Lys-TTT-15_read.profile.hg19
	Lys-TTT-16_read.profile.hg19
	Lys-TTT-17_read.profile.hg19
	Met-CAT-1_read.profile.hg19
	Met-CAT-2_read.profile.hg19
	Met-CAT-3_read.profile.hg19
	Met-CAT-4_read.profile.hg19
	Met-CAT-5_read.profile.hg19
	Met-CAT-6_read.profile.hg19
	Met-CAT-7_read.profile.hg19
	nmt-Gln-CTG-1_read.profile.hg19
	nmt-Gln-TTG-1_read.profile.hg19
	nmt-Gln-TTG-2_read.profile.hg19
	nmt-Gln-TTG-3_read.profile.hg19
	nmt-Gln-TTG-4_read.profile.hg19
	nmt-Gln-TTG-5_read.profile.hg19
	nmt-Gln-TTG-6_read.profile.hg19
	nmt-Gln-TTG-7_read.profile.hg19
	nmt-Gln-TTG-8_read.profile.hg19
	nmt-Gln-TTG-9_read.profile.hg19
	nmt-Gln-TTG-10_read.profile.hg19
	nmt-Gln-TTG-11_read.profile.hg19
	nmt-Gln-TTG-12_read.profile.hg19
	nmt-Gln-TTG-13_read.profile.hg19
	nmt-Gln-TTG-14_read.profile.hg19
	nmt-Gln-TTG-15_read.profile.hg19
	nmt-Leu-TAA-1_read.profile.hg19
	nmt-Leu-TAA-2_read.profile.hg19
	nmt-Leu-TAA-3_read.profile.hg19
	nmt-Leu-TAA-4_read.profile.hg19
	nmt-Leu-TAA-5_read.profile.hg19
	nmt-Leu-TAA-6_read.profile.hg19
	nmt-Pro-TGG-1_read.profile.hg19
	nmt-Ser-TGA-1_read.profile.hg19
	nmt-Ser-TGA-2_read.profile.hg19
	nmt-Ser-TGA-3_read.profile.hg19
	nmt-Val-TAC-1_read.profile.hg19
	Phe-GAA-1_read.profile.hg19
	Phe-GAA-2_read.profile.hg19
	Phe-GAA-3_read.profile.hg19
	Phe-GAA-4_read.profile.hg19
	Phe-GAA-5_read.profile.hg19
	Phe-GAA-6_read.profile.hg19
	Phe-GAA-7_read.profile.hg19
	Phe-GAA-8_read.profile.hg19
	Phe-GAA-9_read.profile.hg19
	Phe-GAA-10_read.profile.hg19
	Phe-GAA-11_read.profile.hg19
	Phe-GAA-12_read.profile.hg19
	Pro-AGG-1_read.profile.hg19
	Pro-AGG-2_read.profile.hg19
	Pro-AGG-3_read.profile.hg19
	Pro-AGG-4_read.profile.hg19
	Pro-AGG-5_read.profile.hg19
	Pro-AGG-6_read.profile.hg19
	Pro-CGG-1_read.profile.hg19
	Pro-CGG-2_read.profile.hg19
	Pro-GGG-1_read.profile.hg19
	Pro-TGG-1_read.profile.hg19
	Pro-TGG-2_read.profile.hg19
	Pro-TGG-3_read.profile.hg19
	Pro-TGG-4_read.profile.hg19
	Pro-TGG-5_read.profile.hg19
	SeC-TCA-1_read.profile.hg19
	SeC-TCA-2_read.profile.hg19
	SeC-TCA-3_read.profile.hg19
	Ser-ACT-1_read.profile.hg19
	Ser-AGA-1_read.profile.hg19
	Ser-AGA-2_read.profile.hg19
	Ser-AGA-3_read.profile.hg19
	Ser-AGA-4_read.profile.hg19
	Ser-AGA-5_read.profile.hg19
	Ser-AGA-6_read.profile.hg19
	Ser-AGA-7_read.profile.hg19
	Ser-CGA-1_read.profile.hg19
	Ser-CGA-2_read.profile.hg19
	Ser-CGA-3_read.profile.hg19
	Ser-CGA-4_read.profile.hg19
	Ser-GCT-1_read.profile.hg19
	Ser-GCT-2_read.profile.hg19
	Ser-GCT-3_read.profile.hg19
	Ser-GCT-4_read.profile.hg19
	Ser-GCT-5_read.profile.hg19
	Ser-GCT-6_read.profile.hg19
	Ser-TGA-1_read.profile.hg19
	Ser-TGA-2_read.profile.hg19
	Ser-TGA-3_read.profile.hg19
	Ser-TGA-4_read.profile.hg19
	Sup-CTA-1_read.profile.hg19
	Sup-CTA-2_read.profile.hg19
	Sup-CTA-3_read.profile.hg19
	Sup-TTA-1_read.profile.hg19
	Sup-TTA-2_read.profile.hg19
	Sup-TTA-3_read.profile.hg19
	Thr-AGT-1_read.profile.hg19
	Thr-AGT-2_read.profile.hg19
	Thr-AGT-3_read.profile.hg19
	Thr-AGT-4_read.profile.hg19
	Thr-AGT-5_read.profile.hg19
	Thr-AGT-6_read.profile.hg19
	Thr-AGT-7_read.profile.hg19
	Thr-CGT-1_read.profile.hg19
	Thr-CGT-2_read.profile.hg19
	Thr-CGT-3_read.profile.hg19
	Thr-CGT-4_read.profile.hg19
	Thr-CGT-5_read.profile.hg19
	Thr-CGT-6_read.profile.hg19
	Thr-TGT-1_read.profile.hg19
	Thr-TGT-2_read.profile.hg19
	Thr-TGT-3_read.profile.hg19
	Thr-TGT-4_read.profile.hg19
	Thr-TGT-5_read.profile.hg19
	Thr-TGT-6_read.profile.hg19
	Trp-CCA-1_read.profile.hg19
	Trp-CCA-2_read.profile.hg19
	Trp-CCA-3_read.profile.hg19
	Trp-CCA-4_read.profile.hg19
	Trp-CCA-5_read.profile.hg19
	Trp-CCA-6_read.profile.hg19
	Trp-CCA-7_read.profile.hg19
	Tyr-ATA-1_read.profile.hg19
	Tyr-GTA-1_read.profile.hg19
	Tyr-GTA-2_read.profile.hg19
	Tyr-GTA-3_read.profile.hg19
	Tyr-GTA-4_read.profile.hg19
	Tyr-GTA-5_read.profile.hg19
	Tyr-GTA-6_read.profile.hg19
	Tyr-GTA-7_read.profile.hg19
	Tyr-GTA-8_read.profile.hg19
	Tyr-GTA-9_read.profile.hg19
	Tyr-GTA-10_read.profile.hg19
	Tyr-GTA-11_read.profile.hg19
	Tyr-GTA-12_read.profile.hg19
	Und-NNN-1_read.profile.hg19
	Und-NNN-2_read.profile.hg19
	Und-NNN-3_read.profile.hg19
	Und-NNN-4_read.profile.hg19
	Und-NNN-5_read.profile.hg19
	Und-NNN-6_read.profile.hg19
	Und-NNN-7_read.profile.hg19
	Und-NNN-8_read.profile.hg19
	Und-NNN-9_read.profile.hg19
	Und-NNN-10_read.profile.hg19
	Val-AAC-1_read.profile.hg19
	Val-AAC-2_read.profile.hg19
	Val-AAC-3_read.profile.hg19
	Val-AAC-4_read.profile.hg19
	Val-AAC-5_read.profile.hg19
	Val-AAC-6_read.profile.hg19
	Val-AAC-7_read.profile.hg19
	Val-CAC-1_read.profile.hg19
	Val-CAC-2_read.profile.hg19
	Val-CAC-3_read.profile.hg19
	Val-CAC-4_read.profile.hg19
	Val-CAC-5_read.profile.hg19
	Val-CAC-6_read.profile.hg19
	Val-CAC-7_read.profile.hg19
	Val-CAC-8_read.profile.hg19
	Val-CAC-9_read.profile.hg19
	Val-CAC-10_read.profile.hg19
	Val-CAC-11_read.profile.hg19
	Val-CAC-12_read.profile.hg19
	Val-CAC-13_read.profile.hg19
	Val-CAC-14_read.profile.hg19
	Val-TAC-1_read.profile.hg19
	Val-TAC-2_read.profile.hg19
	Val-TAC-3_read.profile.hg19
	Val-TAC-4_read.profile.hg19

	hg19_mito-tRNAs
	mito-Ala-TGC_read.profile.hg19
	mito-Arg-TCG_read.profile.hg19
	mito-Asn-GTT_read.profile.hg19
	mito-Asp-GTC_read.profile.hg19
	mito-Cys-GCA_read.profile.hg19
	mito-Gln-TTG_read.profile.hg19
	mito-Glu-TTC_read.profile.hg19
	mito-Gly-TCC_read.profile.hg19
	mito-His-GTG_read.profile.hg19
	mito-Ile-GAT_read.profile.hg19
	mito-Leu-TAA_read.profile.hg19
	mito-Leu-TAG_read.profile.hg19
	mito-Lys-TTT_read.profile.hg19
	mito-Met-CAT_read.profile.hg19
	mito-Phe-GAA_read.profile.hg19
	mito-Pro-TGG_read.profile.hg19
	mito-Ser-GCT_read.profile.hg19
	mito-Ser-TGA_read.profile.hg19
	mito-Thr-TGT_read.profile.hg19
	mito-Trp-TCA_read.profile.hg19
	mito-Tyr-GTA_read.profile.hg19
	mito-Val-TAC_read.profile.hg19

	hg19_pre-tRNAs
	Ala-AGC-1-1_read.profile.hg19
	Ala-AGC-2-1_read.profile.hg19
	Ala-AGC-2-2_read.profile.hg19
	Ala-AGC-3-1_read.profile.hg19
	Ala-AGC-4-1_read.profile.hg19
	Ala-AGC-5-1_read.profile.hg19
	Ala-AGC-6-1_read.profile.hg19
	Ala-AGC-7-1_read.profile.hg19
	Ala-AGC-8-1_read.profile.hg19
	Ala-AGC-8-2_read.profile.hg19
	Ala-AGC-9-1_read.profile.hg19
	Ala-AGC-9-2_read.profile.hg19
	Ala-AGC-10-1_read.profile.hg19
	Ala-AGC-11-1_read.profile.hg19
	Ala-AGC-12-1_read.profile.hg19
	Ala-AGC-12-2_read.profile.hg19
	Ala-AGC-12-3_read.profile.hg19
	Ala-AGC-13-1_read.profile.hg19
	Ala-AGC-13-2_read.profile.hg19
	Ala-AGC-14-1_read.profile.hg19
	Ala-AGC-15-1_read.profile.hg19
	Ala-AGC-16-1_read.profile.hg19
	Ala-AGC-17-1_read.profile.hg19
	Ala-AGC-18-1_read.profile.hg19
	Ala-AGC-18-2_read.profile.hg19
	Ala-AGC-19-1_read.profile.hg19
	Ala-AGC-20-1_read.profile.hg19
	Ala-AGC-21-1_read.profile.hg19
	Ala-AGC-22-1_read.profile.hg19
	Ala-AGC-23-1_read.profile.hg19
	Ala-CGC-1-1_read.profile.hg19
	Ala-CGC-2-1_read.profile.hg19
	Ala-CGC-3-1_read.profile.hg19
	Ala-CGC-4-1_read.profile.hg19
	Ala-CGC-5-1_read.profile.hg19
	Ala-TGC-1-1_read.profile.hg19
	Ala-TGC-2-1_read.profile.hg19
	Ala-TGC-3-1_read.profile.hg19
	Ala-TGC-3-2_read.profile.hg19
	Ala-TGC-4-1_read.profile.hg19
	Ala-TGC-5-1_read.profile.hg19
	Ala-TGC-6-1_read.profile.hg19
	Ala-TGC-7-1_read.profile.hg19
	Ala-TGC-8-1_read.profile.hg19
	Ala-TGC-9-1_read.profile.hg19
	Ala-TGC-10-1_read.profile.hg19
	Arg-ACG-1-1_read.profile.hg19
	Arg-ACG-1-2_read.profile.hg19
	Arg-ACG-1-3_read.profile.hg19
	Arg-ACG-2-1_read.profile.hg19
	Arg-ACG-2-2_read.profile.hg19
	Arg-ACG-2-3_read.profile.hg19
	Arg-ACG-2-4_read.profile.hg19
	Arg-CCG-1-1_read.profile.hg19
	Arg-CCG-1-2_read.profile.hg19
	Arg-CCG-1-3_read.profile.hg19
	Arg-CCG-2-1_read.profile.hg19
	Arg-CCT-1-1_read.profile.hg19
	Arg-CCT-2-1_read.profile.hg19
	Arg-CCT-3-1_read.profile.hg19
	Arg-CCT-4-1_read.profile.hg19
	Arg-CCT-5-1_read.profile.hg19
	Arg-CCT-6-1_read.profile.hg19
	Arg-CCT-6-2_read.profile.hg19
	Arg-CCT-7-1_read.profile.hg19
	Arg-CCT-8-1_read.profile.hg19
	Arg-CCT-9-1_read.profile.hg19
	Arg-TCG-1-1_read.profile.hg19
	Arg-TCG-2-1_read.profile.hg19
	Arg-TCG-3-1_read.profile.hg19
	Arg-TCG-4-1_read.profile.hg19
	Arg-TCG-5-1_read.profile.hg19
	Arg-TCG-6-1_read.profile.hg19
	Arg-TCT-1-1_read.profile.hg19
	Arg-TCT-2-1_read.profile.hg19
	Arg-TCT-3-1_read.profile.hg19
	Arg-TCT-3-2_read.profile.hg19
	Arg-TCT-4-1_read.profile.hg19
	Arg-TCT-5-1_read.profile.hg19
	Asn-ATT-1-1_read.profile.hg19
	Asn-ATT-1-2_read.profile.hg19
	Asn-GTT-1-1_read.profile.hg19
	Asn-GTT-2-1_read.profile.hg19
	Asn-GTT-2-2_read.profile.hg19
	Asn-GTT-2-3_read.profile.hg19
	Asn-GTT-2-4_read.profile.hg19
	Asn-GTT-2-5_read.profile.hg19
	Asn-GTT-2-6_read.profile.hg19
	Asn-GTT-3-1_read.profile.hg19
	Asn-GTT-3-2_read.profile.hg19
	Asn-GTT-4-1_read.profile.hg19
	Asn-GTT-5-1_read.profile.hg19
	Asn-GTT-6-1_read.profile.hg19
	Asn-GTT-7-1_read.profile.hg19
	Asn-GTT-8-1_read.profile.hg19
	Asn-GTT-9-1_read.profile.hg19
	Asn-GTT-9-2_read.profile.hg19
	Asn-GTT-10-1_read.profile.hg19
	Asn-GTT-11-1_read.profile.hg19
	Asn-GTT-11-2_read.profile.hg19
	Asn-GTT-12-1_read.profile.hg19
	Asn-GTT-13-1_read.profile.hg19
	Asn-GTT-14-1_read.profile.hg19
	Asn-GTT-15-1_read.profile.hg19
	Asn-GTT-16-1_read.profile.hg19
	Asn-GTT-16-2_read.profile.hg19
	Asn-GTT-16-3_read.profile.hg19
	Asn-GTT-16-4_read.profile.hg19
	Asn-GTT-16-5_read.profile.hg19
	Asn-GTT-17-1_read.profile.hg19
	Asn-GTT-18-1_read.profile.hg19
	Asn-GTT-19-1_read.profile.hg19
	Asn-GTT-20-1_read.profile.hg19
	Asn-GTT-21-1_read.profile.hg19
	Asn-GTT-22-1_read.profile.hg19
	Asn-GTT-23-1_read.profile.hg19
	Asp-GTC-1-1_read.profile.hg19
	Asp-GTC-2-1_read.profile.hg19
	Asp-GTC-2-2_read.profile.hg19
	Asp-GTC-2-3_read.profile.hg19
	Asp-GTC-2-4_read.profile.hg19
	Asp-GTC-2-5_read.profile.hg19
	Asp-GTC-2-6_read.profile.hg19
	Asp-GTC-2-7_read.profile.hg19
	Asp-GTC-2-8_read.profile.hg19
	Asp-GTC-2-9_read.profile.hg19
	Asp-GTC-2-10_read.profile.hg19
	Asp-GTC-2-11_read.profile.hg19
	Asp-GTC-3-1_read.profile.hg19
	Asp-GTC-4-1_read.profile.hg19
	Asp-GTC-5-1_read.profile.hg19
	Asp-GTC-6-1_read.profile.hg19
	Asp-GTC-7-1_read.profile.hg19
	Asp-GTC-8-1_read.profile.hg19
	Asp-GTC-9-1_read.profile.hg19
	Asp-GTC-10-1_read.profile.hg19
	chr6_apd_hap1.tRNA1-AlaCGC_read.profile.hg19
	chr6_apd_hap1.tRNA2-LysTTT_read.profile.hg19
	chr6_apd_hap1.tRNA3-PheGAA_read.profile.hg19
	chr6_apd_hap1.tRNA4-ArgCCG_read.profile.hg19
	chr6_apd_hap1.tRNA5-GluCTC_read.profile.hg19
	chr6_apd_hap1.tRNA6-LeuAAG_read.profile.hg19
	chr6_apd_hap1.tRNA7-PheGAA_read.profile.hg19
	chr6_apd_hap1.tRNA8-LeuCAA_read.profile.hg19
	chr6_apd_hap1.tRNA9-AlaAGC_read.profile.hg19
	chr6_apd_hap1.tRNA10-AlaAGC_read.profile.hg19
	chr6_apd_hap1.tRNA11-PheGAA_read.profile.hg19
	chr6_apd_hap1.tRNA12-AlaTGC_read.profile.hg19
	chr6_apd_hap1.tRNA13-AlaAGC_read.profile.hg19
	chr6_apd_hap1.tRNA14-PheGAA_read.profile.hg19
	chr6_apd_hap1.tRNA15-AlaTGC_read.profile.hg19
	chr6_apd_hap1.tRNA16-AlaAGC_read.profile.hg19
	chr6_apd_hap1.tRNA17-PheGAA_read.profile.hg19
	chr6_apd_hap1.tRNA18-AlaTGC_read.profile.hg19
	chr6_apd_hap1.tRNA19-PseudoAGC_read.profile.hg19
	chr6_apd_hap1.tRNA20-PheGAA_read.profile.hg19
	chr6_apd_hap1.tRNA21-AlaTGC_read.profile.hg19
	chr6_apd_hap1.tRNA22-ArgCCG_read.profile.hg19
	chr6_apd_hap1.tRNA23-ValAAC_read.profile.hg19
	chr6_cox_hap2.tRNA1-IleTAT_read.profile.hg19
	chr6_cox_hap2.tRNA2-GlnTTG_read.profile.hg19
	chr6_cox_hap2.tRNA3-AlaAGC_read.profile.hg19
	chr6_cox_hap2.tRNA4-AlaTGC_read.profile.hg19
	chr6_cox_hap2.tRNA5-AlaAGC_read.profile.hg19
	chr6_cox_hap2.tRNA6-AlaAGC_read.profile.hg19
	chr6_cox_hap2.tRNA7-ThrAGT_read.profile.hg19
	chr6_cox_hap2.tRNA8-AlaCGC_read.profile.hg19
	chr6_cox_hap2.tRNA9-LysTTT_read.profile.hg19
	chr6_cox_hap2.tRNA10-PheGAA_read.profile.hg19
	chr6_cox_hap2.tRNA11-ArgCCG_read.profile.hg19
	chr6_cox_hap2.tRNA12-LeuCAA_read.profile.hg19
	chr6_cox_hap2.tRNA13-MetCAT_read.profile.hg19
	chr6_cox_hap2.tRNA14-LysTTT_read.profile.hg19
	chr6_cox_hap2.tRNA15-GluCTC_read.profile.hg19
	chr6_cox_hap2.tRNA16-LeuAAG_read.profile.hg19
	chr6_cox_hap2.tRNA17-PheGAA_read.profile.hg19
	chr6_cox_hap2.tRNA18-MetCAT_read.profile.hg19
	chr6_cox_hap2.tRNA19-LeuAAG_read.profile.hg19
	chr6_cox_hap2.tRNA20-GlnCTG_read.profile.hg19
	chr6_cox_hap2.tRNA21-LeuCAA_read.profile.hg19
	chr6_cox_hap2.tRNA22-AlaAGC_read.profile.hg19
	chr6_cox_hap2.tRNA23-AlaAGC_read.profile.hg19
	chr6_cox_hap2.tRNA24-PheGAA_read.profile.hg19
	chr6_cox_hap2.tRNA25-AlaTGC_read.profile.hg19
	chr6_cox_hap2.tRNA26-AlaAGC_read.profile.hg19
	chr6_cox_hap2.tRNA27-PheGAA_read.profile.hg19
	chr6_cox_hap2.tRNA28-AlaTGC_read.profile.hg19
	chr6_cox_hap2.tRNA29-AlaAGC_read.profile.hg19
	chr6_cox_hap2.tRNA30-PheGAA_read.profile.hg19
	chr6_cox_hap2.tRNA31-AlaTGC_read.profile.hg19
	chr6_cox_hap2.tRNA32-PseudoAGC_read.profile.hg19
	chr6_cox_hap2.tRNA33-PheGAA_read.profile.hg19
	chr6_cox_hap2.tRNA34-AlaTGC_read.profile.hg19
	chr6_cox_hap2.tRNA35-ArgCCG_read.profile.hg19
	chr6_cox_hap2.tRNA36-AlaAGC_read.profile.hg19
	chr6_cox_hap2.tRNA37-PseudoGAA_read.profile.hg19
	chr6_cox_hap2.tRNA38-AlaCGC_read.profile.hg19
	chr6_cox_hap2.tRNA39-PseudoTTT_read.profile.hg19
	chr6_cox_hap2.tRNA40-AlaCGC_read.profile.hg19
	chr6_cox_hap2.tRNA41-AlaAGC_read.profile.hg19
	chr6_cox_hap2.tRNA42-ThrCGT_read.profile.hg19
	chr6_cox_hap2.tRNA43-PseudoTGC_read.profile.hg19
	chr6_cox_hap2.tRNA44-SerGCT_read.profile.hg19
	chr6_cox_hap2.tRNA45-ArgTCG_read.profile.hg19
	chr6_dbb_hap3.tRNA1-AlaCGC_read.profile.hg19
	chr6_dbb_hap3.tRNA2-LysTTT_read.profile.hg19
	chr6_dbb_hap3.tRNA3-PheGAA_read.profile.hg19
	chr6_dbb_hap3.tRNA4-GluCTC_read.profile.hg19
	chr6_dbb_hap3.tRNA5-LeuAAG_read.profile.hg19
	chr6_dbb_hap3.tRNA6-PheGAA_read.profile.hg19
	chr6_dbb_hap3.tRNA7-AlaAGC_read.profile.hg19
	chr6_dbb_hap3.tRNA8-AlaAGC_read.profile.hg19
	chr6_dbb_hap3.tRNA9-PheGAA_read.profile.hg19
	chr6_dbb_hap3.tRNA10-AlaTGC_read.profile.hg19
	chr6_dbb_hap3.tRNA11-AlaAGC_read.profile.hg19
	chr6_dbb_hap3.tRNA12-PheGAA_read.profile.hg19
	chr6_dbb_hap3.tRNA13-AlaTGC_read.profile.hg19
	chr6_dbb_hap3.tRNA14-AlaAGC_read.profile.hg19
	chr6_dbb_hap3.tRNA15-PheGAA_read.profile.hg19
	chr6_dbb_hap3.tRNA16-AlaTGC_read.profile.hg19
	chr6_dbb_hap3.tRNA17-PseudoAGC_read.profile.hg19
	chr6_dbb_hap3.tRNA18-PheGAA_read.profile.hg19
	chr6_dbb_hap3.tRNA19-AlaTGC_read.profile.hg19
	chr6_dbb_hap3.tRNA20-ArgCCG_read.profile.hg19
	chr6_dbb_hap3.tRNA21-ValAAC_read.profile.hg19
	chr6_mann_hap4.tRNA1-AlaCGC_read.profile.hg19
	chr6_mann_hap4.tRNA2-LysTTT_read.profile.hg19
	chr6_mann_hap4.tRNA3-PheGAA_read.profile.hg19
	chr6_mann_hap4.tRNA4-LeuCAA_read.profile.hg19
	chr6_mann_hap4.tRNA5-MetCAT_read.profile.hg19
	chr6_mann_hap4.tRNA6-LysTTT_read.profile.hg19
	chr6_mann_hap4.tRNA7-GluCTC_read.profile.hg19
	chr6_mann_hap4.tRNA8-LeuAAG_read.profile.hg19
	chr6_mann_hap4.tRNA9-PheGAA_read.profile.hg19
	chr6_mann_hap4.tRNA10-MetCAT_read.profile.hg19
	chr6_mann_hap4.tRNA11-LeuAAG_read.profile.hg19
	chr6_mann_hap4.tRNA12-GlnCTG_read.profile.hg19
	chr6_mann_hap4.tRNA13-AlaAGC_read.profile.hg19
	chr6_mann_hap4.tRNA14-AlaAGC_read.profile.hg19
	chr6_mann_hap4.tRNA15-PheGAA_read.profile.hg19
	chr6_mann_hap4.tRNA16-AlaTGC_read.profile.hg19
	chr6_mann_hap4.tRNA17-AlaAGC_read.profile.hg19
	chr6_mann_hap4.tRNA18-PheGAA_read.profile.hg19
	chr6_mann_hap4.tRNA19-AlaTGC_read.profile.hg19
	chr6_mann_hap4.tRNA20-AlaAGC_read.profile.hg19
	chr6_mann_hap4.tRNA21-PheGAA_read.profile.hg19
	chr6_mann_hap4.tRNA22-AlaTGC_read.profile.hg19
	chr6_mann_hap4.tRNA23-PseudoAGC_read.profile.hg19
	chr6_mann_hap4.tRNA24-PheGAA_read.profile.hg19
	chr6_mann_hap4.tRNA25-AlaTGC_read.profile.hg19
	chr6_mann_hap4.tRNA26-ArgCCG_read.profile.hg19
	chr6_mann_hap4.tRNA27-ValAAC_read.profile.hg19
	chr6_mcf_hap5.tRNA1-AlaCGC_read.profile.hg19
	chr6_mcf_hap5.tRNA2-LysTTT_read.profile.hg19
	chr6_mcf_hap5.tRNA3-PheGAA_read.profile.hg19
	chr6_mcf_hap5.tRNA4-ArgCCG_read.profile.hg19
	chr6_mcf_hap5.tRNA5-LeuCAA_read.profile.hg19
	chr6_mcf_hap5.tRNA6-MetCAT_read.profile.hg19
	chr6_mcf_hap5.tRNA7-LysTTT_read.profile.hg19
	chr6_mcf_hap5.tRNA8-MetCAT_read.profile.hg19
	chr6_mcf_hap5.tRNA9-LeuAAG_read.profile.hg19
	chr6_mcf_hap5.tRNA10-GlnCTG_read.profile.hg19
	chr6_mcf_hap5.tRNA11-LeuCAA_read.profile.hg19
	chr6_mcf_hap5.tRNA12-AlaAGC_read.profile.hg19
	chr6_mcf_hap5.tRNA13-AlaAGC_read.profile.hg19
	chr6_mcf_hap5.tRNA14-PheGAA_read.profile.hg19
	chr6_mcf_hap5.tRNA15-AlaTGC_read.profile.hg19
	chr6_mcf_hap5.tRNA16-AlaAGC_read.profile.hg19
	chr6_mcf_hap5.tRNA17-PheGAA_read.profile.hg19
	chr6_mcf_hap5.tRNA18-AlaTGC_read.profile.hg19
	chr6_mcf_hap5.tRNA19-AlaAGC_read.profile.hg19
	chr6_mcf_hap5.tRNA20-PheGAA_read.profile.hg19
	chr6_mcf_hap5.tRNA21-AlaTGC_read.profile.hg19
	chr6_mcf_hap5.tRNA22-PseudoAGC_read.profile.hg19
	chr6_mcf_hap5.tRNA23-PheGAA_read.profile.hg19
	chr6_mcf_hap5.tRNA24-AlaTGC_read.profile.hg19
	chr6_mcf_hap5.tRNA25-ArgCCG_read.profile.hg19
	chr6_mcf_hap5.tRNA26-ValAAC_read.profile.hg19
	chr6_qbl_hap6.tRNA1-AlaCGC_read.profile.hg19
	chr6_qbl_hap6.tRNA2-LysTTT_read.profile.hg19
	chr6_qbl_hap6.tRNA3-PheGAA_read.profile.hg19
	chr6_qbl_hap6.tRNA4-ArgCCG_read.profile.hg19
	chr6_qbl_hap6.tRNA5-LeuCAA_read.profile.hg19
	chr6_qbl_hap6.tRNA6-MetCAT_read.profile.hg19
	chr6_qbl_hap6.tRNA7-LysTTT_read.profile.hg19
	chr6_qbl_hap6.tRNA8-GluCTC_read.profile.hg19
	chr6_qbl_hap6.tRNA9-LeuAAG_read.profile.hg19
	chr6_qbl_hap6.tRNA10-PheGAA_read.profile.hg19
	chr6_qbl_hap6.tRNA11-MetCAT_read.profile.hg19
	chr6_qbl_hap6.tRNA12-LeuAAG_read.profile.hg19
	chr6_qbl_hap6.tRNA13-GlnCTG_read.profile.hg19
	chr6_qbl_hap6.tRNA14-LeuCAA_read.profile.hg19
	chr6_qbl_hap6.tRNA15-AlaAGC_read.profile.hg19
	chr6_qbl_hap6.tRNA16-AlaAGC_read.profile.hg19
	chr6_qbl_hap6.tRNA17-PheGAA_read.profile.hg19
	chr6_qbl_hap6.tRNA18-AlaTGC_read.profile.hg19
	chr6_qbl_hap6.tRNA19-AlaAGC_read.profile.hg19
	chr6_qbl_hap6.tRNA20-PheGAA_read.profile.hg19
	chr6_qbl_hap6.tRNA21-AlaTGC_read.profile.hg19
	chr6_qbl_hap6.tRNA22-AlaAGC_read.profile.hg19
	chr6_qbl_hap6.tRNA23-PheGAA_read.profile.hg19
	chr6_qbl_hap6.tRNA24-AlaTGC_read.profile.hg19
	chr6_qbl_hap6.tRNA25-PseudoAGC_read.profile.hg19
	chr6_qbl_hap6.tRNA26-PheGAA_read.profile.hg19
	chr6_qbl_hap6.tRNA27-AlaTGC_read.profile.hg19
	chr6_qbl_hap6.tRNA28-ArgCCG_read.profile.hg19
	chr6_qbl_hap6.tRNA29-ValAAC_read.profile.hg19
	chr6_ssto_hap7.tRNA1-AlaAGC_read.profile.hg19
	chr6_ssto_hap7.tRNA2-AlaAGC_read.profile.hg19
	chr6_ssto_hap7.tRNA3-ThrAGT_read.profile.hg19
	chr6_ssto_hap7.tRNA4-AlaCGC_read.profile.hg19
	chr6_ssto_hap7.tRNA5-LysTTT_read.profile.hg19
	chr6_ssto_hap7.tRNA6-PheGAA_read.profile.hg19
	chr6_ssto_hap7.tRNA7-ArgCCG_read.profile.hg19
	chr6_ssto_hap7.tRNA8-LeuCAA_read.profile.hg19
	chr6_ssto_hap7.tRNA9-MetCAT_read.profile.hg19
	chr6_ssto_hap7.tRNA10-LysTTT_read.profile.hg19
	chr6_ssto_hap7.tRNA11-GluCTC_read.profile.hg19
	chr6_ssto_hap7.tRNA12-LeuAAG_read.profile.hg19
	chr6_ssto_hap7.tRNA13-PheGAA_read.profile.hg19
	chr6_ssto_hap7.tRNA14-MetCAT_read.profile.hg19
	chr6_ssto_hap7.tRNA15-LeuAAG_read.profile.hg19
	chr6_ssto_hap7.tRNA16-GlnCTG_read.profile.hg19
	chr6_ssto_hap7.tRNA17-LeuCAA_read.profile.hg19
	chr6_ssto_hap7.tRNA18-AlaAGC_read.profile.hg19
	chr6_ssto_hap7.tRNA19-AlaAGC_read.profile.hg19
	chr6_ssto_hap7.tRNA20-PheGAA_read.profile.hg19
	chr6_ssto_hap7.tRNA21-AlaTGC_read.profile.hg19
	chr6_ssto_hap7.tRNA22-AlaAGC_read.profile.hg19
	chr6_ssto_hap7.tRNA23-PheGAA_read.profile.hg19
	chr6_ssto_hap7.tRNA24-AlaTGC_read.profile.hg19
	chr6_ssto_hap7.tRNA25-AlaAGC_read.profile.hg19
	chr6_ssto_hap7.tRNA26-PheGAA_read.profile.hg19
	chr6_ssto_hap7.tRNA27-AlaTGC_read.profile.hg19
	chr6_ssto_hap7.tRNA28-PseudoAGC_read.profile.hg19
	chr6_ssto_hap7.tRNA29-PheGAA_read.profile.hg19
	chr6_ssto_hap7.tRNA30-AlaTGC_read.profile.hg19
	chr6_ssto_hap7.tRNA31-ArgCCG_read.profile.hg19
	chr6_ssto_hap7.tRNA32-AlaAGC_read.profile.hg19
	chr6_ssto_hap7.tRNA33-PseudoGAA_read.profile.hg19
	chr6_ssto_hap7.tRNA34-AlaCGC_read.profile.hg19
	chr6_ssto_hap7.tRNA35-PseudoTTT_read.profile.hg19
	Cys-ACA-1-1_read.profile.hg19
	Cys-GCA-1-1_read.profile.hg19
	Cys-GCA-2-1_read.profile.hg19
	Cys-GCA-2-2_read.profile.hg19
	Cys-GCA-2-3_read.profile.hg19
	Cys-GCA-2-4_read.profile.hg19
	Cys-GCA-3-1_read.profile.hg19
	Cys-GCA-4-1_read.profile.hg19
	Cys-GCA-5-1_read.profile.hg19
	Cys-GCA-6-1_read.profile.hg19
	Cys-GCA-7-1_read.profile.hg19
	Cys-GCA-8-1_read.profile.hg19
	Cys-GCA-9-1_read.profile.hg19
	Cys-GCA-9-2_read.profile.hg19
	Cys-GCA-9-3_read.profile.hg19
	Cys-GCA-9-4_read.profile.hg19
	Cys-GCA-10-1_read.profile.hg19
	Cys-GCA-11-1_read.profile.hg19
	Cys-GCA-12-1_read.profile.hg19
	Cys-GCA-13-1_read.profile.hg19
	Cys-GCA-14-1_read.profile.hg19
	Cys-GCA-15-1_read.profile.hg19
	Cys-GCA-16-1_read.profile.hg19
	Cys-GCA-17-1_read.profile.hg19
	Cys-GCA-18-1_read.profile.hg19
	Cys-GCA-19-1_read.profile.hg19
	Cys-GCA-20-1_read.profile.hg19
	Cys-GCA-21-1_read.profile.hg19
	Cys-GCA-22-1_read.profile.hg19
	Cys-GCA-23-1_read.profile.hg19
	Cys-GCA-24-1_read.profile.hg19
	Cys-GCA-25-1_read.profile.hg19
	Gln-CTG-1-1_read.profile.hg19
	Gln-CTG-1-2_read.profile.hg19
	Gln-CTG-1-3_read.profile.hg19
	Gln-CTG-1-4_read.profile.hg19
	Gln-CTG-1-5_read.profile.hg19
	Gln-CTG-2-1_read.profile.hg19
	Gln-CTG-3-1_read.profile.hg19
	Gln-CTG-3-2_read.profile.hg19
	Gln-CTG-4-1_read.profile.hg19
	Gln-CTG-4-2_read.profile.hg19
	Gln-CTG-5-1_read.profile.hg19
	Gln-CTG-6-1_read.profile.hg19
	Gln-CTG-7-1_read.profile.hg19
	Gln-CTG-8-1_read.profile.hg19
	Gln-CTG-8-2_read.profile.hg19
	Gln-CTG-9-1_read.profile.hg19
	Gln-CTG-10-1_read.profile.hg19
	Gln-CTG-11-1_read.profile.hg19
	Gln-CTG-12-1_read.profile.hg19
	Gln-CTG-13-1_read.profile.hg19
	Gln-CTG-14-1_read.profile.hg19
	Gln-CTG-15-1_read.profile.hg19
	Gln-CTG-16-1_read.profile.hg19
	Gln-CTG-17-1_read.profile.hg19
	Gln-CTG-18-1_read.profile.hg19
	Gln-TTG-1-1_read.profile.hg19
	Gln-TTG-2-1_read.profile.hg19
	Gln-TTG-3-1_read.profile.hg19
	Gln-TTG-3-2_read.profile.hg19
	Gln-TTG-3-3_read.profile.hg19
	Gln-TTG-4-1_read.profile.hg19
	Gln-TTG-5-1_read.profile.hg19
	Gln-TTG-6-1_read.profile.hg19
	Gln-TTG-7-1_read.profile.hg19
	Gln-TTG-8-1_read.profile.hg19
	Gln-TTG-9-1_read.profile.hg19
	Gln-TTG-10-1_read.profile.hg19
	Glu-CTC-1-1_read.profile.hg19
	Glu-CTC-1-2_read.profile.hg19
	Glu-CTC-1-3_read.profile.hg19
	Glu-CTC-1-4_read.profile.hg19
	Glu-CTC-1-5_read.profile.hg19
	Glu-CTC-1-6_read.profile.hg19
	Glu-CTC-1-7_read.profile.hg19
	Glu-CTC-2-1_read.profile.hg19
	Glu-CTC-3-1_read.profile.hg19
	Glu-CTC-4-1_read.profile.hg19
	Glu-CTC-5-1_read.profile.hg19
	Glu-CTC-6-1_read.profile.hg19
	Glu-CTC-7-1_read.profile.hg19
	Glu-CTC-8-1_read.profile.hg19
	Glu-CTC-9-1_read.profile.hg19
	Glu-CTC-10-1_read.profile.hg19
	Glu-CTC-11-1_read.profile.hg19
	Glu-CTC-12-1_read.profile.hg19
	Glu-CTC-13-1_read.profile.hg19
	Glu-CTC-14-1_read.profile.hg19
	Glu-CTC-15-1_read.profile.hg19
	Glu-CTC-16-1_read.profile.hg19
	Glu-CTC-17-1_read.profile.hg19
	Glu-CTC-18-1_read.profile.hg19
	Glu-TTC-1-1_read.profile.hg19
	Glu-TTC-1-2_read.profile.hg19
	Glu-TTC-2-1_read.profile.hg19
	Glu-TTC-2-2_read.profile.hg19
	Glu-TTC-3-1_read.profile.hg19
	Glu-TTC-4-1_read.profile.hg19
	Glu-TTC-4-2_read.profile.hg19
	Glu-TTC-5-1_read.profile.hg19
	Glu-TTC-6-1_read.profile.hg19
	Glu-TTC-7-1_read.profile.hg19
	Glu-TTC-8-1_read.profile.hg19
	Glu-TTC-9-1_read.profile.hg19
	Glu-TTC-10-1_read.profile.hg19
	Glu-TTC-11-1_read.profile.hg19
	Glu-TTC-12-1_read.profile.hg19
	Glu-TTC-13-1_read.profile.hg19
	Glu-TTC-14-1_read.profile.hg19
	Glu-TTC-15-1_read.profile.hg19
	Glu-TTC-16-1_read.profile.hg19
	Gly-CCC-1-1_read.profile.hg19
	Gly-CCC-1-2_read.profile.hg19
	Gly-CCC-2-1_read.profile.hg19
	Gly-CCC-2-2_read.profile.hg19
	Gly-CCC-3-1_read.profile.hg19
	Gly-CCC-4-1_read.profile.hg19
	Gly-CCC-5-1_read.profile.hg19
	Gly-CCC-6-1_read.profile.hg19
	Gly-CCC-7-1_read.profile.hg19
	Gly-CCC-8-1_read.profile.hg19
	Gly-GCC-1-1_read.profile.hg19
	Gly-GCC-1-2_read.profile.hg19
	Gly-GCC-1-3_read.profile.hg19
	Gly-GCC-1-4_read.profile.hg19
	Gly-GCC-1-5_read.profile.hg19
	Gly-GCC-2-1_read.profile.hg19
	Gly-GCC-2-2_read.profile.hg19
	Gly-GCC-2-3_read.profile.hg19
	Gly-GCC-2-4_read.profile.hg19
	Gly-GCC-2-5_read.profile.hg19
	Gly-GCC-2-6_read.profile.hg19
	Gly-GCC-3-1_read.profile.hg19
	Gly-GCC-4-1_read.profile.hg19
	Gly-GCC-5-1_read.profile.hg19
	Gly-GCC-6-1_read.profile.hg19
	Gly-TCC-1-1_read.profile.hg19
	Gly-TCC-2-1_read.profile.hg19
	Gly-TCC-2-2_read.profile.hg19
	Gly-TCC-2-3_read.profile.hg19
	Gly-TCC-2-4_read.profile.hg19
	Gly-TCC-2-5_read.profile.hg19
	Gly-TCC-2-6_read.profile.hg19
	Gly-TCC-3-1_read.profile.hg19
	Gly-TCC-4-1_read.profile.hg19
	Gly-TCC-5-1_read.profile.hg19
	Gly-TCC-6-1_read.profile.hg19
	His-GTG-1-1_read.profile.hg19
	His-GTG-1-2_read.profile.hg19
	His-GTG-1-3_read.profile.hg19
	His-GTG-1-4_read.profile.hg19
	His-GTG-1-5_read.profile.hg19
	His-GTG-1-6_read.profile.hg19
	His-GTG-1-7_read.profile.hg19
	His-GTG-1-8_read.profile.hg19
	His-GTG-1-9_read.profile.hg19
	His-GTG-2-1_read.profile.hg19
	His-GTG-3-1_read.profile.hg19
	Ile-AAT-1-1_read.profile.hg19
	Ile-AAT-2-1_read.profile.hg19
	Ile-AAT-3-1_read.profile.hg19
	Ile-AAT-4-1_read.profile.hg19
	Ile-AAT-5-1_read.profile.hg19
	Ile-AAT-5-2_read.profile.hg19
	Ile-AAT-5-3_read.profile.hg19
	Ile-AAT-5-4_read.profile.hg19
	Ile-AAT-5-5_read.profile.hg19
	Ile-AAT-6-1_read.profile.hg19
	Ile-AAT-7-1_read.profile.hg19
	Ile-AAT-7-2_read.profile.hg19
	Ile-AAT-8-1_read.profile.hg19
	Ile-AAT-9-1_read.profile.hg19
	Ile-AAT-10-1_read.profile.hg19
	Ile-AAT-11-1_read.profile.hg19
	Ile-AAT-12-1_read.profile.hg19
	Ile-GAT-1-1_read.profile.hg19
	Ile-GAT-1-2_read.profile.hg19
	Ile-GAT-1-3_read.profile.hg19
	Ile-TAT-1-1_read.profile.hg19
	Ile-TAT-2-1_read.profile.hg19
	Ile-TAT-2-2_read.profile.hg19
	Ile-TAT-2-3_read.profile.hg19
	Ile-TAT-3-1_read.profile.hg19
	iMet-CAT-1-1_read.profile.hg19
	iMet-CAT-1-2_read.profile.hg19
	iMet-CAT-1-3_read.profile.hg19
	iMet-CAT-1-4_read.profile.hg19
	iMet-CAT-1-5_read.profile.hg19
	iMet-CAT-1-6_read.profile.hg19
	iMet-CAT-1-7_read.profile.hg19
	iMet-CAT-1-8_read.profile.hg19
	iMet-CAT-2-1_read.profile.hg19
	iMet-CAT-3-1_read.profile.hg19
	Leu-AAG-1-1_read.profile.hg19
	Leu-AAG-1-2_read.profile.hg19
	Leu-AAG-1-3_read.profile.hg19
	Leu-AAG-2-1_read.profile.hg19
	Leu-AAG-2-2_read.profile.hg19
	Leu-AAG-2-3_read.profile.hg19
	Leu-AAG-2-4_read.profile.hg19
	Leu-AAG-3-1_read.profile.hg19
	Leu-AAG-4-1_read.profile.hg19
	Leu-AAG-5-1_read.profile.hg19
	Leu-AAG-6-1_read.profile.hg19
	Leu-AAG-7-1_read.profile.hg19
	Leu-AAG-8-1_read.profile.hg19
	Leu-CAA-1-1_read.profile.hg19
	Leu-CAA-1-2_read.profile.hg19
	Leu-CAA-2-1_read.profile.hg19
	Leu-CAA-3-1_read.profile.hg19
	Leu-CAA-4-1_read.profile.hg19
	Leu-CAA-5-1_read.profile.hg19
	Leu-CAA-6-1_read.profile.hg19
	Leu-CAA-7-1_read.profile.hg19
	Leu-CAG-1-1_read.profile.hg19
	Leu-CAG-1-2_read.profile.hg19
	Leu-CAG-1-3_read.profile.hg19
	Leu-CAG-1-4_read.profile.hg19
	Leu-CAG-1-5_read.profile.hg19
	Leu-CAG-1-6_read.profile.hg19
	Leu-CAG-1-7_read.profile.hg19
	Leu-CAG-2-1_read.profile.hg19
	Leu-CAG-2-2_read.profile.hg19
	Leu-CAG-3-1_read.profile.hg19
	Leu-TAA-1-1_read.profile.hg19
	Leu-TAA-2-1_read.profile.hg19
	Leu-TAA-3-1_read.profile.hg19
	Leu-TAA-4-1_read.profile.hg19
	Leu-TAA-5-1_read.profile.hg19
	Leu-TAG-1-1_read.profile.hg19
	Leu-TAG-2-1_read.profile.hg19
	Leu-TAG-3-1_read.profile.hg19
	Leu-TAG-4-1_read.profile.hg19
	Lys-CTT-1-1_read.profile.hg19
	Lys-CTT-1-2_read.profile.hg19
	Lys-CTT-2-1_read.profile.hg19
	Lys-CTT-2-2_read.profile.hg19
	Lys-CTT-2-3_read.profile.hg19
	Lys-CTT-2-4_read.profile.hg19
	Lys-CTT-2-5_read.profile.hg19
	Lys-CTT-3-1_read.profile.hg19
	Lys-CTT-4-1_read.profile.hg19
	Lys-CTT-5-1_read.profile.hg19
	Lys-CTT-6-1_read.profile.hg19
	Lys-CTT-7-1_read.profile.hg19
	Lys-CTT-8-1_read.profile.hg19
	Lys-CTT-9-1_read.profile.hg19
	Lys-CTT-10-1_read.profile.hg19
	Lys-CTT-11-1_read.profile.hg19
	Lys-CTT-12-1_read.profile.hg19
	Lys-CTT-13-1_read.profile.hg19
	Lys-CTT-14-1_read.profile.hg19
	Lys-CTT-15-1_read.profile.hg19
	Lys-CTT-16-1_read.profile.hg19
	Lys-TTT-1-1_read.profile.hg19
	Lys-TTT-2-1_read.profile.hg19
	Lys-TTT-3-1_read.profile.hg19
	Lys-TTT-3-2_read.profile.hg19
	Lys-TTT-3-3_read.profile.hg19
	Lys-TTT-3-4_read.profile.hg19
	Lys-TTT-3-5_read.profile.hg19
	Lys-TTT-4-1_read.profile.hg19
	Lys-TTT-5-1_read.profile.hg19
	Lys-TTT-6-1_read.profile.hg19
	Lys-TTT-7-1_read.profile.hg19
	Lys-TTT-8-1_read.profile.hg19
	Lys-TTT-9-1_read.profile.hg19
	Lys-TTT-10-1_read.profile.hg19
	Lys-TTT-11-1_read.profile.hg19
	Lys-TTT-12-1_read.profile.hg19
	Lys-TTT-13-1_read.profile.hg19
	Lys-TTT-14-1_read.profile.hg19
	Lys-TTT-15-1_read.profile.hg19
	Lys-TTT-16-1_read.profile.hg19
	Lys-TTT-17-1_read.profile.hg19
	Met-CAT-1-1_read.profile.hg19
	Met-CAT-2-1_read.profile.hg19
	Met-CAT-3-1_read.profile.hg19
	Met-CAT-3-2_read.profile.hg19
	Met-CAT-4-1_read.profile.hg19
	Met-CAT-4-2_read.profile.hg19
	Met-CAT-4-3_read.profile.hg19
	Met-CAT-5-1_read.profile.hg19
	Met-CAT-6-1_read.profile.hg19
	Met-CAT-7-1_read.profile.hg19
	nmt-Gln-CTG-1-1_read.profile.hg19
	nmt-Gln-TTG-1-1_read.profile.hg19
	nmt-Gln-TTG-2-1_read.profile.hg19
	nmt-Gln-TTG-3-1_read.profile.hg19
	nmt-Gln-TTG-4-1_read.profile.hg19
	nmt-Gln-TTG-5-1_read.profile.hg19
	nmt-Gln-TTG-6-1_read.profile.hg19
	nmt-Gln-TTG-7-1_read.profile.hg19
	nmt-Gln-TTG-8-1_read.profile.hg19
	nmt-Gln-TTG-9-1_read.profile.hg19
	nmt-Gln-TTG-10-1_read.profile.hg19
	nmt-Gln-TTG-11-1_read.profile.hg19
	nmt-Gln-TTG-12-1_read.profile.hg19
	nmt-Gln-TTG-13-1_read.profile.hg19
	nmt-Gln-TTG-14-1_read.profile.hg19
	nmt-Gln-TTG-15-1_read.profile.hg19
	nmt-Leu-TAA-1-1_read.profile.hg19
	nmt-Leu-TAA-2-1_read.profile.hg19
	nmt-Leu-TAA-3-1_read.profile.hg19
	nmt-Leu-TAA-4-1_read.profile.hg19
	nmt-Leu-TAA-5-1_read.profile.hg19
	nmt-Leu-TAA-6-1_read.profile.hg19
	nmt-Pro-TGG-1-1_read.profile.hg19
	nmt-Ser-TGA-1-1_read.profile.hg19
	nmt-Ser-TGA-2-1_read.profile.hg19
	nmt-Ser-TGA-3-1_read.profile.hg19
	nmt-Val-TAC-1-1_read.profile.hg19
	Phe-GAA-1-1_read.profile.hg19
	Phe-GAA-1-2_read.profile.hg19
	Phe-GAA-1-3_read.profile.hg19
	Phe-GAA-1-4_read.profile.hg19
	Phe-GAA-1-5_read.profile.hg19
	Phe-GAA-1-6_read.profile.hg19
	Phe-GAA-2-1_read.profile.hg19
	Phe-GAA-3-1_read.profile.hg19
	Phe-GAA-4-1_read.profile.hg19
	Phe-GAA-5-1_read.profile.hg19
	Phe-GAA-6-1_read.profile.hg19
	Phe-GAA-7-1_read.profile.hg19
	Phe-GAA-8-1_read.profile.hg19
	Phe-GAA-9-1_read.profile.hg19
	Phe-GAA-10-1_read.profile.hg19
	Phe-GAA-11-1_read.profile.hg19
	Phe-GAA-12-1_read.profile.hg19
	Pro-AGG-1-1_read.profile.hg19
	Pro-AGG-2-1_read.profile.hg19
	Pro-AGG-2-2_read.profile.hg19
	Pro-AGG-2-3_read.profile.hg19
	Pro-AGG-2-4_read.profile.hg19
	Pro-AGG-2-5_read.profile.hg19
	Pro-AGG-2-6_read.profile.hg19
	Pro-AGG-2-7_read.profile.hg19
	Pro-AGG-2-8_read.profile.hg19
	Pro-AGG-3-1_read.profile.hg19
	Pro-AGG-4-1_read.profile.hg19
	Pro-AGG-5-1_read.profile.hg19
	Pro-AGG-6-1_read.profile.hg19
	Pro-CGG-1-1_read.profile.hg19
	Pro-CGG-1-2_read.profile.hg19
	Pro-CGG-1-3_read.profile.hg19
	Pro-CGG-2-1_read.profile.hg19
	Pro-GGG-1-1_read.profile.hg19
	Pro-TGG-1-1_read.profile.hg19
	Pro-TGG-2-1_read.profile.hg19
	Pro-TGG-3-1_read.profile.hg19
	Pro-TGG-3-2_read.profile.hg19
	Pro-TGG-3-3_read.profile.hg19
	Pro-TGG-3-4_read.profile.hg19
	Pro-TGG-3-5_read.profile.hg19
	Pro-TGG-4-1_read.profile.hg19
	Pro-TGG-5-1_read.profile.hg19
	SeC-TCA-1-1_read.profile.hg19
	SeC-TCA-2-1_read.profile.hg19
	SeC-TCA-3-1_read.profile.hg19
	Ser-ACT-1-1_read.profile.hg19
	Ser-AGA-1-1_read.profile.hg19
	Ser-AGA-2-1_read.profile.hg19
	Ser-AGA-2-2_read.profile.hg19
	Ser-AGA-2-3_read.profile.hg19
	Ser-AGA-2-4_read.profile.hg19
	Ser-AGA-2-5_read.profile.hg19
	Ser-AGA-2-6_read.profile.hg19
	Ser-AGA-3-1_read.profile.hg19
	Ser-AGA-4-1_read.profile.hg19
	Ser-AGA-5-1_read.profile.hg19
	Ser-AGA-6-1_read.profile.hg19
	Ser-AGA-7-1_read.profile.hg19
	Ser-CGA-1-1_read.profile.hg19
	Ser-CGA-2-1_read.profile.hg19
	Ser-CGA-3-1_read.profile.hg19
	Ser-CGA-4-1_read.profile.hg19
	Ser-GCT-1-1_read.profile.hg19
	Ser-GCT-2-1_read.profile.hg19
	Ser-GCT-3-1_read.profile.hg19
	Ser-GCT-4-1_read.profile.hg19
	Ser-GCT-4-2_read.profile.hg19
	Ser-GCT-4-3_read.profile.hg19
	Ser-GCT-5-1_read.profile.hg19
	Ser-GCT-6-1_read.profile.hg19
	Ser-TGA-1-1_read.profile.hg19
	Ser-TGA-2-1_read.profile.hg19
	Ser-TGA-3-1_read.profile.hg19
	Ser-TGA-4-1_read.profile.hg19
	Sup-CTA-1-1_read.profile.hg19
	Sup-CTA-2-1_read.profile.hg19
	Sup-CTA-3-1_read.profile.hg19
	Sup-TTA-1-1_read.profile.hg19
	Sup-TTA-2-1_read.profile.hg19
	Sup-TTA-3-1_read.profile.hg19
	Thr-AGT-1-1_read.profile.hg19
	Thr-AGT-1-2_read.profile.hg19
	Thr-AGT-1-3_read.profile.hg19
	Thr-AGT-2-1_read.profile.hg19
	Thr-AGT-2-2_read.profile.hg19
	Thr-AGT-3-1_read.profile.hg19
	Thr-AGT-4-1_read.profile.hg19
	Thr-AGT-5-1_read.profile.hg19
	Thr-AGT-6-1_read.profile.hg19
	Thr-AGT-7-1_read.profile.hg19
	Thr-CGT-1-1_read.profile.hg19
	Thr-CGT-2-1_read.profile.hg19
	Thr-CGT-3-1_read.profile.hg19
	Thr-CGT-4-1_read.profile.hg19
	Thr-CGT-5-1_read.profile.hg19
	Thr-CGT-6-1_read.profile.hg19
	Thr-TGT-1-1_read.profile.hg19
	Thr-TGT-2-1_read.profile.hg19
	Thr-TGT-3-1_read.profile.hg19
	Thr-TGT-4-1_read.profile.hg19
	Thr-TGT-5-1_read.profile.hg19
	Thr-TGT-6-1_read.profile.hg19
	Trp-CCA-1-1_read.profile.hg19
	Trp-CCA-2-1_read.profile.hg19
	Trp-CCA-3-1_read.profile.hg19
	Trp-CCA-3-2_read.profile.hg19
	Trp-CCA-3-3_read.profile.hg19
	Trp-CCA-4-1_read.profile.hg19
	Trp-CCA-5-1_read.profile.hg19
	Trp-CCA-6-1_read.profile.hg19
	Trp-CCA-7-1_read.profile.hg19
	Tyr-ATA-1-1_read.profile.hg19
	Tyr-GTA-1-1_read.profile.hg19
	Tyr-GTA-2-1_read.profile.hg19
	Tyr-GTA-3-1_read.profile.hg19
	Tyr-GTA-4-1_read.profile.hg19
	Tyr-GTA-5-1_read.profile.hg19
	Tyr-GTA-5-2_read.profile.hg19
	Tyr-GTA-5-3_read.profile.hg19
	Tyr-GTA-5-4_read.profile.hg19
	Tyr-GTA-5-5_read.profile.hg19
	Tyr-GTA-6-1_read.profile.hg19
	Tyr-GTA-7-1_read.profile.hg19
	Tyr-GTA-8-1_read.profile.hg19
	Tyr-GTA-9-1_read.profile.hg19
	Tyr-GTA-10-1_read.profile.hg19
	Tyr-GTA-11-1_read.profile.hg19
	Tyr-GTA-12-1_read.profile.hg19
	Und-NNN-1-1_read.profile.hg19
	Und-NNN-2-1_read.profile.hg19
	Und-NNN-3-1_read.profile.hg19
	Und-NNN-4-1_read.profile.hg19
	Und-NNN-5-1_read.profile.hg19
	Und-NNN-6-1_read.profile.hg19
	Und-NNN-7-1_read.profile.hg19
	Und-NNN-8-1_read.profile.hg19
	Und-NNN-9-1_read.profile.hg19
	Und-NNN-10-1_read.profile.hg19
	Val-AAC-1-1_read.profile.hg19
	Val-AAC-1-2_read.profile.hg19
	Val-AAC-1-3_read.profile.hg19
	Val-AAC-1-4_read.profile.hg19
	Val-AAC-1-5_read.profile.hg19
	Val-AAC-2-1_read.profile.hg19
	Val-AAC-3-1_read.profile.hg19
	Val-AAC-4-1_read.profile.hg19
	Val-AAC-5-1_read.profile.hg19
	Val-AAC-6-1_read.profile.hg19
	Val-AAC-7-1_read.profile.hg19
	Val-CAC-1-1_read.profile.hg19
	Val-CAC-1-2_read.profile.hg19
	Val-CAC-1-3_read.profile.hg19
	Val-CAC-1-4_read.profile.hg19
	Val-CAC-1-5_read.profile.hg19
	Val-CAC-1-6_read.profile.hg19
	Val-CAC-2-1_read.profile.hg19
	Val-CAC-3-1_read.profile.hg19
	Val-CAC-4-1_read.profile.hg19
	Val-CAC-5-1_read.profile.hg19
	Val-CAC-6-1_read.profile.hg19
	Val-CAC-7-1_read.profile.hg19
	Val-CAC-8-1_read.profile.hg19
	Val-CAC-9-1_read.profile.hg19
	Val-CAC-10-1_read.profile.hg19
	Val-CAC-11-1_read.profile.hg19
	Val-CAC-11-2_read.profile.hg19
	Val-CAC-12-1_read.profile.hg19
	Val-CAC-13-1_read.profile.hg19
	Val-CAC-14-1_read.profile.hg19
	Val-TAC-1-1_read.profile.hg19
	Val-TAC-1-2_read.profile.hg19
	Val-TAC-2-1_read.profile.hg19
	Val-TAC-3-1_read.profile.hg19
	Val-TAC-4-1_read.profile.hg19




